
logo

MKF
M
E
M
F
N
M
G
I
M
T
D
K
R
I
N
F
YTSELPRKRTAKAMLDNQKRAEVCI LFIARHEKLRSAEYQFELMYVEAAHLEGQHRLYFQEGHYASGNSPRNTFYI

L
G
ETSAEWHI

V
LLAILGALMASVLRTENCEIKTVHQDGPTSNESGYCGNKSLVINAAEYGDKLSAALSTFLQATNAEGDLMFYGNEPALVDYGDREVISMERSHDDFKSR I

E
L
D
L
Q
E
K
Y
I
D
Q
E
A
L
V
T
E
A
S
A
I
L
V
E
I
L
V
G
A
I
M
L
G
EKLEKRTDEPLKTSDLSYHRS

NTDB id 601 KW2 RS02615 WP 021036805.1 .......................................MLCQNCNINEAT............................. 12
NTDB id 281 KZH43 RS03550 WP 000882517.1 .......................................MLCQNCKINDST............................. 12
NTDB id 245 SPD RS03860 WP 000882517.1 .......................................MLCQNCKINDST............................. 12
NTDB id 243 SPR RS03635 WP 000882517.1 .......................................MLCQNCKINDST............................. 12
NTDB id 241 SP RS04015 WP 000882523.1 .......................................MLCQNCKINDST............................. 12
NTDB id 1080058 ACKWPP RS03125 WP 409374164.1 .......................................MLCKNCNINDAT............................. 12
NTDB id 378 SMU RS02690 WP 002263569.1 .......................................MLCQNCKLNEAT............................. 12
NTDB id 85 BSU 00860 NP 387967.1 ..MMFGRFTERAQKVLALAQEEALRLGHNNIGTEHILLGLVREGEGIAAKALQALGLGSEKIQKEVESLIG........R 70
NTDB id 610 V4T04 RS10165 WP 012897346.1 MKFENIKYTPTLDRILEKAEEYAHQYQYGTIESAHLLAAMATTSGSIAYSLLAGMNVDSSDLLIDL........EDLSSH 72
NTDB id 287 SP RS11210 WP 001109712.1 .....MNYSKALNECIESAYMVAGHFGARYLESWHLLIAMSNHSYSVAGATLNDYPYEMDRLE.....EVALELTETDYS 70
NTDB id 290 KZH43 RS10025 WP 001109677.1 .....MNYSKALNECIESAYMVAGHFGARYLESWHLLIAMSNHSYSVAGATLNDYPYEMDRLE.....EVALELTETDYS 70
NTDB id 289 SPD RS10700 WP 001109677.1 .....MNYSKALNECIESAYMVAGHFGARYLESWHLLIAMSNHSYSVAGATLNDYPYEMDRLE.....EVALELTETDYS 70
NTDB id 377 SMU RS09275 WP 002262344.1 ....MTDYSLKMQEVFRLAQFEAARFESSYLESWHVLLAMVEIDSSVAGLSFAEFEADVRFEDYQAAAILAIGKKPKSSS 76
NTDB id 297 STER RS00545 WP 011680614.1 ....MTIYSRKMQAIFHRAQLEAERFESPFLETWHVLLAMVEVTGSVAYLTFTDFEDRIHSEEIETAAVLAMEKRPKDLS 76
NTDB id 329 STU RS10020 WP 011225298.1 ....MTIYSRKMQAIFHRAQLEAERFESPFLETWHVLLAMVEVPGSVAYLTFTDFEDRIHSEEIETAAVLAMEKRPKDLS 76
consensus ** * *

logo

G
N
V
E
Q

K
Q
S
D
V
D
E
D
K
M
I
T
R
S
F
I
M
Q
S
D
T
H
T
E
L
I
R
L
Y
E
H
R
A
P
T
S
Y
Q
F
N
T
V
L
S
H
R
P
N
A
R
G
A
Q
K
L
E
K
Q
E
Q
R
V
A
I
K
T
M
V
L
Q
M
V
F
L
I
A
E
T
Q
D
A
E
L
S
A
C
A
H
M
S
E
Q
A
D
E
F
G
Y
N
E
L
I
V
C
S
A
Y
I
R
K
Q
S

H
K
V
L
N
T
V
N
G
H
H
S
A
I
E
S
V
M
I
K

A
Y
E
V
K
S
L
V
T
D
G
G
S
P
T
Q
N
E
E
N
H
G
I
L
A
S
V
I
P
L
M
L
Y
F
N
R
G
K
A
A
H
M
F
L
I
G

G
I
M
L
G
N
Q
R
S
H
L
T

A
E
N
Q
V
H
D
E
P
K
S
G

E
D
N
Q
A
G
L
F
T
V
M
L
N
G
S
V
A
N

A
D
L
P
S
C
R
T

E
N
Q
S
D
R
N
P
V
L
I
M
N
F
L
K
P
N
D
E
F
N
L
V
R
P
L
V
AGVFHQSALYNEKKDADKGRSKEQDSKQI

P
V
L
N
K
R
L
Q
I
F
D
N
S
V
I
L
A
G

E
S
A
D
I
F
L
F
R
G
S
K
N
R
A
E
H
V
S
N
D
I
LEKERYNR

NTDB id 601 KW2 RS02615 WP 021036805.1 ....IHLYTSVNGQKKQIDLCQNCYQ...IMKSGGQEALFGAGNASNGNSDEPFNP.............FNDIFSAL... 69
NTDB id 281 KZH43 RS03550 WP 000882517.1 ....IHLYTNLNGKQKQIDLCQNCYK...IIKTDPNNSLFKGMTD..LNNRD.FDP.............FGDFFNDL... 66
NTDB id 245 SPD RS03860 WP 000882517.1 ....IHLYTNLNGKQKQIDLCQNCYK...IIKTDPNNSLFKGMTD..LNNRD.FDP.............FGDFFNDL... 66
NTDB id 243 SPR RS03635 WP 000882517.1 ....IHLYTNLNGKQKQIDLCQNCYK...IIKTDPNNSLFKGMTD..LNNRD.FDP.............FGDFFNDL... 66
NTDB id 241 SP RS04015 WP 000882523.1 ....IHLYTNLNGKQKQIDLCQNCYK...IIKTDPNNSLFKGMTD..LNNRD.FDP.............FGDFFNDL... 66
NTDB id 1080058 ACKWPP RS03125 WP 409374164.1 ....IHLYTNLNGKQQQVDLCHNCYQ...IMKTDPNNAILRGLGD..LTNPNNMDP.............FSEFFNHL... 67
NTDB id 378 SMU RS02690 WP 002263569.1 ....IHLYANVNGQQKQIDLCQNCYQ...IMKTDPENGPLNHLSQ..QNSSSINPF.............FDDFFGDL... 67
NTDB id 85 BSU 00860 NP 387967.1 GQEMSQTIHYTPRAKKVIELSMDEARKLGHSYVGTEHILLGLIREGEGVAARVLNNLGVSLNKARQQVLQL......... 141
NTDB id 610 V4T04 RS10165 WP 012897346.1 VKVKRSTLRFSPRAEEVMTAASFLAIHNNSEAVGTEHLLYALLQVEDGFGLQLLKL.........QKINIVSLRKELEKR 143
NTDB id 287 SP RS11210 WP 001109712.1 QDETFTELPFSRRLQVLFDEAEYVASVVHAKVLGTEHVLYAILHDSNALATRILERAGFSYEDKKDQVKIAALRRNLEER 150
NTDB id 290 KZH43 RS10025 WP 001109677.1 QDETFTELPFSRRLQILFDEAEYVASVVHAKVLGTEHVLYAILHDGNALATRILERAGFSYEDKKDQVKIAALRRNLEER 150
NTDB id 289 SPD RS10700 WP 001109677.1 QDETFTELPFSRRLQILFDEAEYVASVVHAKVLGTEHVLYAILHDGNALATRILERAGFSYEDKKDQVKIAALRRNLEER 150
NTDB id 377 SMU RS09275 WP 002262344.1 N..DIMLLEQSHALKRTLAEAAAISQVTHAKEVGTEHVLFAMLLNPNLLATRILELVGFHAKDDGESIRLLDLRKVIERY 154
NTDB id 297 STER RS00545 WP 011680614.1 ESDIIDLRAQSPALEAMLQEAQEIASVTGAVEVGSEHVLMAFLLHKDLMVCRLLEVAGFQYKDDSDKPRIIDLRRSLERN 156
NTDB id 329 STU RS10020 WP 011225298.1 ESDIIDLRAQSPALEAMLQEAQGIASVTGAVEVGSEHVLMAFLLHKDLMVCRLLEVAGFQYKDDSDKPRIIDLRRSLERN 156
consensus * * * * * ** * * * *** * * *** * *



logo

G
L
Q
T
N
A
N
G
S
Y
L
W
F
K
N
P
S
T
R
A
E
G
V
K
R
P

F
N
P
T
Q
E
S

E
N
T
D
F
I
P
S
L
A
N
K
K
N
G
A
K
Q
A
S
A
D
V
I
L
N
F
L
S
H
R
T
N
D
E
Q
P
N
L
M
Q
R
P

S
H
R
T
I

R
K
P
R
T
P
V
K
T
M
K
Q
T
V
A
S
D
K
G
N
A
K
G
H
R
Q
S
G
N
YGNRGNGGNQYNTGPRSPRQGSANGNPR

S

Q
R
S
F
M
G

G
A
S
D
P
A
N
A
L
M
Q
G
N
Q
T
M
K
T
V
G
Q
P
N
Q
R
A
M
P
A
E
S
P
K
N
S
Q
A
K
T
S
Q

N
T
V
S
E
P
N
S
K
T

P
G
M
T
E
G
LLDAESDELVYFASTGSKRHINDI

V
LTDAEESLQIAKEREKLQSRDGRSENKDI

L
E
DP I

M
VIGRSEDAQDEKE IDKQTISRLMV

NTDB id 601 KW2 RS02615 WP 021036805.1 QG...QDFNGAASNQTPPTQTGGR..........GPRGPQNPRAKQPKGMLEEFGINITESARRGEIDPVIGRDEEIKRV 136
NTDB id 281 KZH43 RS03550 WP 000882517.1 NNFRPS....SNTPPIPPTQSGGGYGGNGGYGSQNRGSAQTPPPSQEKGLLEEFGINVTEIARRGDIDPVIGRDDEIIRV 142
NTDB id 245 SPD RS03860 WP 000882517.1 NNFRPS....SNTPPIPPTQSGGGYGGNGGYGSQNRGSAQTPPPSQEKGLLEEFGINVTEIARRGDIDPVIGRDDEIIRV 142
NTDB id 243 SPR RS03635 WP 000882517.1 NNFRPS....SNTPPIPPTQSGGGYGGNGGYGSQNRGSAQTPPPSQEKGLLEEFGINVTEIARRGDIDPVIGRDDEIIRV 142
NTDB id 241 SP RS04015 WP 000882523.1 NNFRPS....SNTPPIPPTQSGGGYGGNGGYGSQNRGSAQTPPPSQEKGLLEEFGINVTEIARRGDIDPVIGRDDEIIRV 142
NTDB id 1080058 ACKWPP RS03125 WP 409374164.1 GGYPGNTPAGKNREQTPPTQAGGHNGR.GGQTPP.PQ.....QPQQPNGLLEEFGINVTEIARRGDIDPVIGRDQEITRV 140
NTDB id 378 SMU RS02690 WP 002263569.1 NNFRAFN..NQDLPNTPPTQAGGGNGN.GGNNRR.PGGPQQQASQKPNGLLEEFGINLTDIARKGEIDPVIGRDEEITRV 143
NTDB id 85 BSU 00860 NP 387967.1 LGSNET.............................GSSAAGTNSNANTPTLDSLARDLTAIAKEDSLDPVIGRSKEIQRV 192
NTDB id 610 V4T04 RS10165 WP 012897346.1 TGLKVPESKKAVTPMSKRKMAKG..................VAENSTTPTLDSVSSDLTEEARLGKLDPMIGREAEIDRL 205
NTDB id 287 SP RS11210 WP 001109712.1 AGWTREDLKA.LRQRHRTV.ADKQ..........NSMANMMGMPQTPSGGLEDYTHDLTEQARSGKLEPVIGRDKEISRM 218
NTDB id 290 KZH43 RS10025 WP 001109677.1 AGWTREDLKA.LRQRHRTV.ADKQ..........NSMANMMGMPQTPSGGLEDYTHDLTEQARSGKLEPVIGRDKEISRM 218
NTDB id 289 SPD RS10700 WP 001109677.1 AGWTREDLKA.LRQRHRTV.ADKQ..........NSMANMMGMPQTPSGGLEDYTHDLTEQARSGKLEPVIGRDKEISRM 218
NTDB id 377 SMU RS09275 WP 002262344.1 AGFSKEDIKA.IFEMRKPKKVKNS..........SSFSDLMKPP.SVTGELADFTRDLTELARQGRLEPVIGREQEISRM 222
NTDB id 297 STER RS00545 WP 011680614.1 AGLSKQDLKA.IHDLRKPKKSKAS..........ANFANMMQPPQSSTGELADYTKDLTALAESGNLDPVIGRDEEISRM 225
NTDB id 329 STU RS10020 WP 011225298.1 AGLSKQDLKA.IHDLRKPKKSKAS..........ANFANMMQPPQSSTGELADYTKDLTALAESGNLDPIIGRDEEISRM 225
consensus ** * * ** * !*** *!**!* * **!*!!!* !! !*

logo

V
I
H

Q
E
V
I LNSRKRTKNNPVLVIGDEAPGVGKSTAI

L
V
I
A
V
Y
L
EGLAQQKRI IAVNSDNSGAQEDVPEIAFQHGIEKMLHMRQANKDGSMKKNEQRI

V
M
L
I
A
T
E
RLNDLMVAGMVTNSLVVQAGTKRGYFIRGEDQFEDERLMKTNQANQKVILVIMAKDEDEVI SERNSQAEKADRNPQREG

NTDB id 601 KW2 RS02615 WP 021036805.1 IEILNRRTKNNPVLIGEPGVGKTAVVEGLAQKIVDGDVPQKLQNKEVIRLDVVSLVQGTGIRGQFEERMQKLMDEIRKRN 216
NTDB id 281 KZH43 RS03550 WP 000882517.1 IEILNRRTKNNPVLIGEPGVGKTAVVEGLAQKIVDGDVPHKLQGKQVIRLDVVSLVQGTGIRGQFEERMQKLMEEIRKRE 222
NTDB id 245 SPD RS03860 WP 000882517.1 IEILNRRTKNNPVLIGEPGVGKTAVVEGLAQKIVDGDVPHKLQGKQVIRLDVVSLVQGTGIRGQFEERMQKLMEEIRKRE 222
NTDB id 243 SPR RS03635 WP 000882517.1 IEILNRRTKNNPVLIGEPGVGKTAVVEGLAQKIVDGDVPHKLQGKQVIRLDVVSLVQGTGIRGQFEERMQKLMEEIRKRE 222
NTDB id 241 SP RS04015 WP 000882523.1 IEILNRRTKNNPVLIGEPGVGKTAVVEGLAQKIVDGDVPHKLQGKQVIRLDVVSLVQGTGIRGQFEERMQKLMEEIRKRE 222
NTDB id 1080058 ACKWPP RS03125 WP 409374164.1 IEILNRRTKNNPVLIGEPGVGKTAVVEGLAQKIVDGDVPQKLRDKEVIRLDVVSLVQGTGIRGQFEERMQKLMEEIRNRR 220
NTDB id 378 SMU RS02690 WP 002263569.1 IEILNRRTKNNPVLIGEPGVGKTAVVEGLAQKIVDGDVPQKLHGKNVIRLDVVSLVQGTGIRGQFEERMQKLMEEIRQRQ 223
NTDB id 85 BSU 00860 NP 387967.1 IEVLSRRTKNNPVLIGEPGVGKTAIAEGLAQQIINNEVPEILRDKRVMTLDMGTVVAGTKYRGEFEDRLKKVMDEIRQAG 272
NTDB id 610 V4T04 RS10165 WP 012897346.1 IHILSRRTKNNPVLVGEPGVGKSAIIEGLAQRIVNGQVPIGLMNSRIMALNMATVVAGTKFRGEFEDRLTAIVEEVSSDP 285
NTDB id 287 SP RS11210 WP 001109712.1 IQILSRKTKNNPVLVGDAGVGKTALALGLAQRIASGDVPAEMAKMRVLELDLMNVVAGTRFRGDFEERMNNIIKDIEEDG 298
NTDB id 290 KZH43 RS10025 WP 001109677.1 IQILSRKTKNNPVLVGDAGVGKTALALGLAQRIASGDVPAEMAKMRVLELDLMNVVAGTRFRGDFEERMNNIIKDIEEDG 298
NTDB id 289 SPD RS10700 WP 001109677.1 IQILSRKTKNNPVLVGDAGVGKTALALGLAQRIASGDVPAEMAKMRVLELDLMNVVAGTRFRGDFEERMNNIIKDIEEDG 298
NTDB id 377 SMU RS09275 WP 002262344.1 VQILSRKTKNNPVLVGDAGVGKTALAYGLAQRIVDSAVPFELADMKVLELDMMSVVAGTRFRGDFEERMNQIIADIEADG 302
NTDB id 297 STER RS00545 WP 011680614.1 IQVLSRKTKNNPVLVGEAGVGKTALALGLAQRIASGEVPFELADMRILELDMMSVVAGTRFRGDFEERMNQIIDEIEADG 305
NTDB id 329 STU RS10020 WP 011225298.1 IQVLSRKTKNNPVLVGEAGVGKTALALGLAQRIASGEVPFELADMRILELDMMSVVAGTRFRGDFEERMNQIIDEIEADG 305
consensus * *! !*!!!!!!!*!**!!!!*!* *!!!!*!* **!! * ** !*****! !! !! !!*!** *****



logo

E
H
N
K
Q
D
V
I
V
I
I
M
LF IDE I

LHETLI IMVGSAGGSAGAMGSI EDSGAVTNI
N
L
MDASAGNI LKPSALARGDSTEFMLHRQCMTL IVGATTYQLDHAENEYQRKYHI I EKDEAALSERRLFMAQRKP I

V
N
Q
T
K
I
V
E
D
Q
EPTSEPVESADDEASTYMIADQTI L

NTDB id 601 KW2 RS02615 WP 021036805.1 DVIMFIDEIHEIVGAGSAGDGNMDAGNILKPALARGELQLVGATTLNEYR.IIEKDAALERRMQPVKVDEPSVDETITIL 295
NTDB id 281 KZH43 RS03550 WP 000882517.1 DIILFIDEIHEIVGAGSASDGNMDAGNILKPALARGELQLVGATTLNEYR.IIEKDAALERRMQPVKVDEPTVDETITIL 301
NTDB id 245 SPD RS03860 WP 000882517.1 DIILFIDEIHEIVGAGSASDGNMDAGNILKPALARGELQLVGATTLNEYR.IIEKDAALERRMQPVKVDEPTVDETITIL 301
NTDB id 243 SPR RS03635 WP 000882517.1 DIILFIDEIHEIVGAGSASDGNMDAGNILKPALARGELQLVGATTLNEYR.IIEKDAALERRMQPVKVDEPTVDETITIL 301
NTDB id 241 SP RS04015 WP 000882523.1 DIILFIDEIHEIVGAGSASDGNMDAGNILKPALARGELQLVGATTLNEYR.IIEKDAALERRMQPVKVDEPTVDETITIL 301
NTDB id 1080058 ACKWPP RS03125 WP 409374164.1 EIILFIDEIHEIVGAGSAGDGNMDAGNILKPALARGEMQLVGATTLNEYR.IIEKDAALERRMQPVKVEEPSVEETITIL 299
NTDB id 378 SMU RS02690 WP 002263569.1 DVILFIDEIHEIVGAGSAGDGNMDAGNILKPALARGELQLVGATTLNEYR.IIEKDAALERRMQPVKVDEPSVAETITIL 302
NTDB id 85 BSU 00860 NP 387967.1 NIILFIDELHTLIGAGG.AEGAIDASNILKPSLARGELQCIGATTLDEYRKYIEKDAALERRFQPIQVDQPSVDESIQIL 351
NTDB id 610 V4T04 RS10165 WP 012897346.1 DVIIFIDELHTIIGAGGGMDSVNDAANILKPALARGDFQMVGATTYHEYQKYIEKDEALERRLARINVDEPSPDEAIAIL 365
NTDB id 287 SP RS11210 WP 001109712.1 QVILFIDELHTIMGSGSGIDSTLDAANILKPALARGTLRTVGATTQEEYQKHIEKDAALSRRFAKVTIEEPSVADSMTIL 378
NTDB id 290 KZH43 RS10025 WP 001109677.1 QVILFIDELHTIMGSGSGIDSTLDAANILKPALARGTLRTVGATTQEEYQKHIEKDAALSRRFAKVTIEEPSVADSMTIL 378
NTDB id 289 SPD RS10700 WP 001109677.1 QVILFIDELHTIMGSGSGIDSTLDAANILKPALARGTLRTVGATTQEEYQKHIEKDAALSRRFAKVTIEEPSVADSMTIL 378
NTDB id 377 SMU RS09275 WP 002262344.1 HIVLFIDELHTIMGSGSGIDSTLDAANILKPALARGSLRTIGATTQEEYQKHIEKDAALSRRFAKVTIEEPSEEEAYQIL 382
NTDB id 297 STER RS00545 WP 011680614.1 KIILFIDELHTIIGSGSGIDSTLDAANILKPALARGTLHMVGATTQAEYQKHIEKDAALSRRFAKITIEEPSVSEAIDIL 385
NTDB id 329 STU RS10020 WP 011225298.1 KIILFIDELHTIIGSGSGIDSTLDAANILKPALARGTLHMVGATTQAEYQKHIEKDAALSRRFAKITIEEPSVSEAIDIL 385
consensus ***!!!!*! **!*!** * *!!*!!!!!*!!!!*****!!!! !! !!!!*!!*!! * ***!*******!!

logo

L
R
N
Q
KGI

L
K
R
Q
D
E
N
P
S
A
K

R
S
T
K
F
Y
Q
E
A
T
K
D
H
YHQRHVI

S
T
K
Q
F
I
Y
S
TDDQEAAVIKMESTAAAVHMNVTKGAMLASDVHNRYMLI STQGSDKRKHNFLPDSKAIDL ILDESASAGASATKKMVKRQNGIVNLLSKRTSIVALFNKNTHKFQTVPQKI

K
P
T
E
A
V
K
N
A
D
L
R
K
D
P
A
E
L
R
S
K
Y
V
D
E

L
I
N
E
D
H
K
R

Q
E
K
R
I
L
D
A
S
T
I
D
E
V
A
Q
R
E
E
K
N
D
K
R
E
L
P

A
L
K
N
A
S
D
A
H
K
E
QAVLT

NTDB id 601 KW2 RS02615 WP 021036805.1 RGIQARYEDYHHVKYTDEAIEAAAHLSNRYIQDRFLPDKAIDLLDESGSKKNLTLKF..VDPEDINRRIADAENKKNEAT 373
NTDB id 281 KZH43 RS03550 WP 000882517.1 KGIQKKYEDYHHVQYTDAAIEAAATLSNRYIQDRFLPDKAIDLLDEAGSKMNLTLNF..VDPKVIDQRLIEAENLKSQAT 379
NTDB id 245 SPD RS03860 WP 000882517.1 KGIQKKYEDYHHVQYTDAAIEAAATLSNRYIQDRFLPDKAIDLLDEAGSKMNLTLNF..VDPKVIDQRLIEAENLKSQAT 379
NTDB id 243 SPR RS03635 WP 000882517.1 KGIQKKYEDYHHVQYTDAAIEAAATLSNRYIQDRFLPDKAIDLLDEAGSKMNLTLNF..VDPKVIDQRLIEAENLKSQAT 379
NTDB id 241 SP RS04015 WP 000882523.1 KGIQKKYEDYHHVQYTDAAIEAAATLSNRYIQDRFLPDKAIDLLDEAGSKMNLTLNF..VDPKVIDQRLIEAENLKSQAT 379
NTDB id 1080058 ACKWPP RS03125 WP 409374164.1 KGIQNKYQDYHHVKYSDAAIEAAAVLSNRYIQDRFLPDKAIDLLDEAGSKMNLTLNF..IDPKEIDQRLIDAENRKAQAT 377
NTDB id 378 SMU RS02690 WP 002263569.1 KGIQPKYEDYHHVKYTDEAIEAAANLSNRYIQDRFLPDKAIDLLDEAGSKMNLTLNF..VDPKEIDHRLIEAENLKAQAT 380
NTDB id 85 BSU 00860 NP 387967.1 QGLRDRYEAHHRVSITDDAIEAAVKLSDRYISDRFLPDKAIDLIDEAGSKVRLRSFTTPPNLKELEQKLDEVRKEKDAAV 431
NTDB id 610 V4T04 RS10165 WP 012897346.1 QGLREKFEDYHQVKFTDQAIKSAVMLSVRYMTSRKLPDKAIDLLDEAAAAVKISVKNQQTKRLDLEKELAEAQEELSEAV 445
NTDB id 287 SP RS11210 WP 001109712.1 QGLKATYEKHHRVQITDEAVETAVKMAHRYLTSRHLPDSAIDLLDEAAATVQNKAKHVKADDSDL....S....PADKAL 450
NTDB id 290 KZH43 RS10025 WP 001109677.1 QGLKATYEKHHRVQITDEAVETAVKMAHRYLTSRHLPDSAIDLLDEAAATVQNKAKHVKADDSDL....S....PADKAL 450
NTDB id 289 SPD RS10700 WP 001109677.1 QGLKATYEKHHRVQITDEAVETAVKMAHRYLTSRHLPDSAIDLLDEAAATVQNKAKHVKADDSDL....S....PADKAL 450
NTDB id 377 SMU RS09275 WP 002262344.1 LGLKKSYETYHHVIISDAAVMAAVKGAHRYLSGKNLPDSAIDLLDEASATVQGLVKK..KAPAYL....T....DLDHAL 452
NTDB id 297 STER RS00545 WP 011680614.1 NGLRSSYEDYHRVTITDAAVETAVKAAHRYLTSKNLPDSAIDLLDEASATVQVRIKK..EDKREI....T....PLDEAL 455
NTDB id 329 STU RS10020 WP 011225298.1 NGLRSSYEDYHRVTITDAAVETAVKAAHRYLTSKNLPDSAIDLLDEASATVQVRIKK..EAKREI....T....PLDEAL 455
consensus !* *****! ! *! !***! ** !!* * !!!*!!!!*!!** *** * * *** * * !



logo

K
Q
M
I
R
A
K
T
S
E
D

L
N
Q
G
E
E
K
D
I
W
Y
F
Q
G
K
E
L
A
Q
K
S
A
K
R
V
A
H
R
S
T
K
Q
Y
K
Q
L
F
E
L
Y
I
R
A
K
D
T
A
K
Q
V
N
E
I
K
S
Q
E
A
R
K
I
L
Y
A
R
K
D
E
K
L
Q
M
I
V

Q
E
S
Y
K
D
K
F
T
S
E
K
KSWQA

K
T
E
K
K
L
P
A
I
V

D
L
Q
S
K
P
T

G
K
L
E
F
V
D

D
K
P
E
Q

E
N
Y
K
D
I
M
N
P
R
K
T

Q
S
A
D
P
S
V
E
I
L
I
V
K
D
S
T
D
V
A
E
E
Q
D
S
K
A
E
N
Q
T
D
V
I
A
V
M
L
E
M
V
A
Q
T
H

V
T
I
A
I
V
L
E
S
K
S
T
R
Q
W
K
L
S
T
Q
N
G
V
IP I

V
K
S
T
E
Q
G
E
Q
D
K
I
M
L
A
K
T
K
E
Q
A
S
T
K
D
E
T
A
S
Q
T
D
K
S
R
K
Q
Y
L
V
I
L
H
N
M
LAEKNRDASE I

D
ELKHATVSKHRVVI

NTDB id 601 KW2 RS02615 WP 021036805.1 KAEDFEKAAHFRDQISKLRELQK......QEVTDEDMPVITEKDIEQIVEQKTQIPVGDLKEKEQTQLINLADDLKAHVI 447
NTDB id 281 KZH43 RS03550 WP 000882517.1 REEDFEKAAYFRDQIAKYKEMQK......KKITDQDTPIISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAEDLKSHVI 453
NTDB id 245 SPD RS03860 WP 000882517.1 REEDFEKAAYFRDQIAKYKEMQK......KKITDQDTPIISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAEDLKSHVI 453
NTDB id 243 SPR RS03635 WP 000882517.1 REEDFEKAAYFRDQIAKYKEMQK......KKITDQDTPIISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAEDLKSHVI 453
NTDB id 241 SP RS04015 WP 000882523.1 REEDFEKAAYFRDQIAKYKEMQK......KKITDQDTPSISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAEDLKSHVI 453
NTDB id 1080058 ACKWPP RS03125 WP 409374164.1 RDEDYEKAAYFRDQIAKYKEMQK......ATISEEDIPLITEKEIEAIVEQKTNIPVGDLKEKEQSQLVNLASDLKVHVI 451
NTDB id 378 SMU RS02690 WP 002263569.1 RDEDYEKAAYFRDQIAKYKEMQS......AKLDKENTPVITEKNIEVIVEQKTNIPVGELKEKEQSQLIHLADDLKTRVI 454
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NTDB id 297 STER RS00545 WP 011680614.1 ISGDIGAAVKQYKANQ.........K.....AKFPKPALVDADQIMQTLSRLSGIPVEKMTQTDSKRYLNLESELHKRVI 521
NTDB id 329 STU RS10020 WP 011225298.1 ISGDIGAAVKQYKANQ.........K.....AKFPKPALVDADQIMQTLSRLSGIPVEKMTQTDSKRYLNLESELHKRVI 521
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