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NTDB id 1080014 ACKVEV RS09485 WP 409370137.1 MTENLNLFE.LNKLFILGRPIVSIFHNSQNMYSIVRVKIQETNLQYDDKEIIVVGYFPQLQMDEQYRFTGIMRQHPKYGV 79
NTDB id 355 BSU 27480 NP 390625.1 MQQHPDQLKLEEEPYLKGTVNTVIYHNDTNLYTVLKVKVTETSEAIEDKAVSVTGYFPALQEEETYTFYGKIVTHPKFGL 80
consensus ! ** * *** ! * !*!! !*!****!!* !! *!! * ! !!!! !! *! ! ! ! * !!!*!*

logo QFQAVEHTFKTKE I
VPATTEKEQGI IVHQYLSSDLFEVGIGKKTAEETIVEKKLGADNSAINRKR I LAEDAPNSVLDYADVPRLSAKEKKAKDETVI

L
A
H
G
R
A
T
I
L
E
Q
Q
R
H
N
L
QG

NTDB id 1080014 ACKVEV RS09485 WP 409370137.1 QFQVETFTKEVPATEQGIVHYLSSDLFVGIGKKTAETIVEKLGANAIRRILEDPNVLDAVPRLSAEKKEVIHRTIEQNLG 159
NTDB id 355 BSU 27480 NP 390625.1 QFQAEHFKKEIPTTKEGIIQYLSSDLFEGIGKKTAEEIVKKLGDSAINKILADASVLYDVPRLSKKKADTLAGALQRHQG 160
consensus !!! !*! !!*! ! !!**!!!!!!! !!!!!!!! !! !!! !! *!! !* !! !!!!! ! * ** * * !
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NTDB id 1080014 ACKVEV RS09485 WP 409370137.1 LERVMIQLNEWGFGPQLGMKIYQTYRTETIDFLTENPYRLIEDVDGVGFFRADELGAKLGITGNHPDRIKAAILHILNTA 239
NTDB id 355 BSU 27480 NP 390625.1 LEQIMISLNQFGFGPQLSMKIYQAYESETLEKIQENPYQLVKDVEGIGFGKADELGSRMGLSGNHPERVKAAILYTLETT 240
consensus !! *!! !! *!!!!!! !!!!! ! *!!** * !!!! !* !!*!*!! *!!!!! **!**!!!!*!*!!!!!* ! !
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NTDB id 1080014 ACKVEV RS09485 WP 409370137.1 ALSDGHVFLDAEHVLPQVKGMLEQSQRQEIPYE..AISKACIEMREENKIYGEETRLYLPSLYFSEIGIASKIIALTERN 317
NTDB id 355 BSU 27480 NP 390625.1 CLSEGHTYIETEQLIIDTQSLLNQSAREGQRITEMDAANAIIALGENKDIVIEDGRCYFPSLFYAEQNVAKRVKHIASQT 320
consensus *!!*!! *** !**** *! !! ! * ** !*! * ! ! !* !*! !!!** ! *! ** **
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NTDB id 1080014 ACKVEV RS09485 WP 409370137.1 SQAKHFSKDEIRKAIGDTEAFLNVTYAETQANAIEQALNSAVMILTGGPGTGKTTVVRGIVEVYAKLHGLSLNPKEYAQK 397
NTDB id 355 BSU 27480 NP 390625.1 EYENQFPESEFLLALGELEERMDVQYAPSQKEAIQKALSSPMLLLTGGPGTGKTTVIRGIVELYGELHGVSLDPSAYK.K 399
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NTDB id 1080014 ACKVEV RS09485 WP 409370137.1 EEPFPIILCAPTGRAAKRLAESTELPAMTIHRLLGFTGQEKEEET.EREVTGKLIIVDEMSMVDTWLAHQLLKSLHEDVQ 476
NTDB id 355 BSU 27480 NP 390625.1 DEAFPIVLAAPTGRAAKRMSESTGLPAVTIHRLLGWNGAEGFTHTEDQPIEGKLLIIDEASMLDIWLANHLFKAIPDHIQ 479
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NTDB id 1080014 ACKVEV RS09485 WP 409370137.1 VVFVGDQDQLPPVGPGQVLKDLLASKQIPTVELTDVYRQAEGSTIIELAHQIKRGTIPQDLTMKTSDRSFIKASSDQVAN 556
NTDB id 355 BSU 27480 NP 390625.1 IIIVGDEDQLPSVGPGQVLRDLLASQVIPTVRLTDIYRQAEGSSIVELAHQMKNGLLPNNLTAPTKDRSFIRCGGSQIKE 559
consensus ** !!! !!!!*!!!!!!!*!!!!! !!!! !!!*!!!!!!!*!*!!!!!*! ! *!* !! *! !!!!!** !*
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NTDB id 1080014 ACKVEV RS09485 WP 409370137.1 VVTQVVKSAVTKGQEIRNIQVLAPMYKGPAGIDNLNKMIQDLVNPNDTGSRKELVFGDVTYRIKDKVLQLVNQPESNVFN 636
NTDB id 355 BSU 27480 NP 390625.1 VVEKVVANALKKGYTAKDIQVLAPMYRGKAGINELNVMLQDILNPPKE.KRRELKFGDVVYRTGDKILQLVNQPENNVFN 638
consensus !! !! !* !! * !!!!!!!!*!*!!! !! !*!!**!!* * !*!! !!!! !! !!*!!!!!!!! !!!!
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NTDB id 1080014 ACKVEV RS09485 WP 409370137.1 GDMGEVISIIKAKETIDKQDLLVVSFDGIEVTYQRSDLNQLTLAYCCSIHKSQGSEFQTVIMPVVRGYSKMLRRNLLYTG 716
NTDB id 355 BSU 27480 NP 390625.1 GDIGEITSIFYAKENTEKEDMAVVSFDGNEMTFTKKDFNQFTHAYCCSIHKSQGSEFPIVVLPVVKGYYRMLRRNLLYTA 718
consensus !!*!!* !! !!! *! !* !!!!!! !*!* * ! !! !*!!!!!!!!!!!!!!* !**!!!*!! *!!!!!!!!!*
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NTDB id 1080014 ACKVEV RS09485 WP 409370137.1 ITRAKNFLILCGEPDVLANGLQRTDDLQRFTSLRARLNPMEAVNEVVEVEVIDEETKEVEGQQEASTAVLQLTVETVPTI 796
NTDB id 355 BSU 27480 NP 390625.1 ITRAKKFLILCGEEEALEWGVKNNDATVRQTSLKNRLSVQ........VEEMDAEL.......EALQKEL.....PFSVH 778
consensus !!!!! !!!!!!!** ! !* ! ! !!!* !! * ********!! *! ! *******!! !****** * *
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NTDB id 1080014 ACKVEV RS09485 WP 409370137.1 HPMIGMEGISPYDFMDE... 813
NTDB id 355 BSU 27480 NP 390625.1 DANIGMEGITPFDFMKEEQQ 798
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