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NTDB id 1079773 ACKUB1 RS06480 WP 109941312.1 ...........GSLKKPAKGSIKKEAPAPDTSPSESP.............PKEKSLKISALSGKKKDS.......PEKPS 54
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NTDB id 1079773 ACKUB1 RS06480 WP 109941312.1 GLRRLGK...KGTKNQED..KSEVPEEQAKKGSIFSTLGKIAPLA..KKREHYDPKVHGMMVNLTYEPPPGTEEIEVYPV 127
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NTDB id 1079773 ACKUB1 RS06480 WP 109941312.1 NAPFAYIRITYNYSTHEYLYEVVEPIYTEAEKKLLDELKKGIFERVNVNTRQISRETAAETLESMMNEVLIDYAINLDPL 207
NTDB id 64 F7686 RS01490 WP 224732727.1 NEPYAYVRVIYDSATHEYTYCVLEPELTPAERELFLEIKERLFETLNITTRDLTREAARKALRDAANRIIADYGIHLDAV 319
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NTDB id 1079773 ACKUB1 RS06480 WP 109941312.1 TYEKIHYHLRKDFLGDGLVDPIMHDRYIEDISCDGVGRPLFVYHSRYESIESSLSYTDGVDLDSFVTKLAQRAGKHISVA 287
NTDB id 64 F7686 RS01490 WP 224732727.1 GREKVLYHVEKEFLGDGLIDPVMHDKYIEDISCDGVNCPIFVYHTTYESMKTNLLYHDAAELDSFVAKLAQRAGKYISIA 399
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NTDB id 1079773 ACKUB1 RS06480 WP 109941312.1 DPMLDATMQDGSRIQMTLGTEVTAHGSTFTIRKFKEEPITPTDLIEWGTFSPLSIAFLWLAVENAKSCIFAGGTASGKTT 367
NTDB id 64 F7686 RS01490 WP 224732727.1 EPMLDATMSDGSRIQMTLGSEVTAHGSTFTIRKFREEPITPTDLIEWHTFSPLGIAFIWLAVENGKSCIFAGGTASGKTT 479
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NTDB id 1079773 ACKUB1 RS06480 WP 109941312.1 SLNAISLFIPPLAKIVTLEDTRELKLPHANWIPSVTRESFDVSGKGEIDMYELLRAALRQRPEYLIVGEVRGREALTLFQ 447
NTDB id 64 F7686 RS01490 WP 224732727.1 TLNAISLFIPPLAKIVTLEDTRELKLPHPNWIPSITRDSFSQDGRGEIDMYELLRAALRQRPEYILVGEVRGREALTLFQ 559
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NTDB id 1079773 ACKUB1 RS06480 WP 109941312.1 AMSTGHVTYSTMHADSVSSAVHRLENPPISVPRNMLSALNLVCVQVQARVGGQRIRRNKQIIEVLDIDPRTNELITNEVF 527
NTDB id 64 F7686 RS01490 WP 224732727.1 AMSTGHVTYATMHADSVASAVHRLENPPINVPRNMLSALSLMSIQVQARVGGQRIRRNKQLIEILDIDPRTNELITNEVF 639
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NTDB id 1079773 ACKUB1 RS06480 WP 109941312.1 RWRQATDEISYSGKSFILEEIMESHGWDEERIRRDLLQRQEVLEWMREKKIRDFRDVSKIVVSYFRDSETLMEQIRSGGN 607
NTDB id 64 F7686 RS01490 WP 224732727.1 RWHPATDEIRYSGKSYILEQIMEDRGWSEERMQEELKRRQEVLEWMRIKKIRHFRDVSKVLVSYFRDPEGVIERVRSDLY 719
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NTDB id 1079773 ACKUB1 RS06480 WP 109941312.1 EYL..... 610
NTDB id 64 F7686 RS01490 WP 224732727.1 GGMVRQHE 727
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