
logo

MPRGPMGGRRAVEK
M
E
P
H
N
D
K
F
K
G
K
K
S
L
V
L
M
G
S
K
Q
L
M
A
V
N
PYCLKRGNYKLAPLVFIGI LVALVI FLGTAI IVGSSTTVCIQTI

V
I
VGPDKRLKDEMTDNETI

M
T
VKGLAPAGIVNGRPVMRK

S
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NTDB id 370 SMU RS04260 WP 002263294.1 IDLDKIGEIALTLALLYFAGALVSYTASFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGDTLSRVTNDVDLMTQS 138
consensus *! *!*!! !! !! * !** ! !*** * !* !!!! ! !!!**!!!!!! *! !! !!!*!!!!! * !*

logo

F
L
G
NQSLGVSLMI

V
A
T
A
S
A
I
I
TLFL IVGAS ILFVMMF

I
K
Y
N
TNGVAI LMATALCTAIGLASSVFLAIGFL IV I

L
M
S
M
T
A
VIMAKAKSQKPLYFAKKRQQATANLAGDVNSGHYVEEMVYASGHLNI

VVKS
NTDB id 1079770 ACI1MC RS12990 WP 012578653.1 LGQSLGSLITSATLFVGALVMMFYNNVIMTLCAIGASLIGLIIMMAIMKASQKYFARQQTALGDVNGHVEEMYAGHLIVK 240
NTDB id 370 SMU RS04260 WP 002263294.1 FNQSLVSMVAAIILLIGSIFMMIKTNGALAATAILSVFAGFVLSTVIMAKSQPLFKKQQANLADVSGYVEEVYSGHNVVS 218
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NTDB id 1079770 ACI1MC RS12990 WP 012578653.1 AYNGEADSIRRFERYNADLYESGWKSQFLSGLMMPLMNFVGNFGYVVVCVVGAALALNGQIEFGVIVAFMMYIRLFTQPL 320
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NTDB id 1079770 ACI1MC RS12990 WP 012578653.1 KVAIVGPTGAGKTTMVNLLMRFYEISGGSIAIDGVDTKSVPRWNVHDQFSMVLQDTWVFRGTVRENIAYSKPGVTDKQIE 480
NTDB id 370 SMU RS04260 WP 002263294.1 KIAIVGPTGAGKTTIVNLLMRFYEVDRGMISIDGVNIHDMTRKEVHDAFAMVLQDTWLFEGTVKENLIYNQKHITDEQVI 451
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