logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1402 DSB67 RS12670 WP 010643257.1
1169 A1552VC RS11075 WP 000648511.1
1112 NGFG RS09215 WP 003689811.1
1113 AAA85695.1 219..1451( )

107977 AACJ92 RS03915 WP 019718222.1
1252 GCO85 RSO7730 WP 011213805.1
1198 PSJM300 03950 AFN76868.1

1059 ABD1 RS01610 WP 000279215.1
1016 ACIAD RS01680 WP 004920476.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1402 DSB67 RS12670 WP 010643257.1
1169 A1552VC RS11075 WP 000648511.1
1112 NGFG RS09215 WP 003689811.1
1113 AAA85695.1 219..1451( )

107977 AACJ92 RS03915 WP 019718222.1
1252 GC0O85 RSO7730 WP 011213805.1
1198 PSJM300 03950 AFN76868.1

1059 ABD1 RS01610 WP 000279215.1
1016 ACIAD RS01680 WP 004920476.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1402 DSB67 RS12670 WP 010643257.1
1169 A1552VC RS11075 WP 000648511.1
1112 NGFG RS09215 WP 003689811.1
1113 AAA85695.1 219..1451( )

107977 AACJ92 RS03915 WP 019718222.1
1252 GCO85 RSO7730 WP 011213805.1
1198 PSJM300 03950 AFN76868.1

1059 ABD1 RS01610 WP 000279215.1
1016 ACIAD RS01680 WP 004920476.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1402 DSB67 RS12670 WP 010643257.1
1169 A1552VC RS11075 WP 000648511.1
1112 NGFG RS09215 WP 003689811.1
1113 AAA85695.1 219..1451( )

107977 AACJ92 RS03915 WP 019718222.1
1252 GCO85 RSO7730 WP 011213805.1
1198 PSJM300 03950 AFN76868.1

1059 ABD1 RS01610 WP 000279215.1
1016 ACIAD RS01680 WP 004920476.1

consensus

v poRh o PO B K K EASE@E@E&{&KQ'EK'ﬁEtSRﬂE

................... MKT I[P QEX NEREXEHN S S

.................. MKATQTLPEKNMREKEEN SN . Q
.......... MAKNG. . .GFSLFKKEKR|JT@AeRHSASD A ce...8
.......... MAKNG. . .GFSLFJ\KKEKRJJI A c....8
MATRAPTANRSAAASARKTAATKIAPTQY IFEMNEK DRKE ITREVNA VRGNS ETRSHRRRA . . . . . A
................... MDKNEPPHLTIgH N IWNIA JDILRKQGIENK [
................... MAQKIIKNSVIYT| DR
.................. MAVKK/AQMEP T|gA DR
.................. MAAKKTQVEPVgA DR

* * * 1% * * % ok % *

SOTHER | R VN

e
/T
i r_|
__ >
T
[Tom —4
—
¥
=
T
=
-

N I=
T
XOorm
:<
=
7o
Z
i
i
——
»>
mzn

T
X0
moum

— <|—
-<|—
T

=M

A

i)

¥4 KIWMRDIT FTRQL TM KAG PL QAF
54 KINMIDIT FTRQL TM [JAG PL QAF
XeKK INFED IIFIFTRQL TM KAGVPL Q [

—N
—N
T
U=
- —
T
e
s
T
—
T-Z0
m
=S
o=
—_
= =l > >0

JQUKKIWFADIT F RQLATM [ G PLVQAF
INU KK T)@UD I FTRQ ATM KAGVPL Q F
IYSKK JWNRDIT FTRQLATM KAGVPLVQ F

INUKK PORD I FTRQLATM KAGVPLVQAF
U lsokkor | Dok | Ddokok Dk Dok | ok

oo O ke o ol shesvast e AT o

IRV PloFAY FINGEGA LPAFTQ V |
KL

LD LA YKEK

L RL YHEKSHWALKINIKEA MYP
LD ARWYKEKHEM KINKIKKALYP
LDR ANYKEK ERLKEKIKKA NYP

LDIXLATTYKEK T
T
S

LDR A YKEKSEWLKRKIKKA JMYPJ\ V VA
(BN | kxkkkk Dkl Iksk k% * %k % | Polsksk Dk |1 sk * % k Il 1 % [RENN Pokk Ik k|

e e AT Ay ool sTAG

RTLAT F AG P

LBKNSFQIIILKTSI GLKEPI G RTLAT FAAG P
A GAT A F RTUNATIMEAAGVPLVD
A GIIAT IF QR TR SpKENREAs DY F [RTENATIMEAAGVPLVD
I l F RTLATWIF AGEPLV
A G S

et QoL PR OBe, 1 o

=L =SSP S I Sl M \ \ARVAREST

V] FiaygA 1Y - SIMAFINeEY ‘DR J\RTL B FAAG PLV ALJESWJAG
VB AN K Q/NH TIEIE BRTL T FAAGVPLVDAL SIYAG

A G MIA F 3A 4R S}Y PIEGD RTLAT FAAGVPL DAL STAG
PI GD RTLAT FAAGVPL DALJASTAG
kokokok ok okok ok kok ok ok ok ok kokok ok kok ok kok [ ok skokokokok Dokok ook | koo | *11 IR * % %

139
140
142
142
154
139
138
141
141

219
220
222
222
234
219
218
221
221

299
300
302
302
314
299
298
301
301



) A LRl

Logo i N ExllohiBeRlas o9 seh Relir

NTDB id 1402 DSB67 RS12670 WP 010643257.1 379
NTDB id 1169 A1552VC RS11075 WP 000648511.1 Q 380
NTDB id 1112 NGFG RS09215 WP 003689811.1 LQMEBSIIGEESG LD MLIYKIAINF YEBEVDN A V[e3i1. SEY 382
NTDB id 1113 AAA85695.1 219..1451( ) LQMBBIIGEESG LD MLIYKEVAINFYEBEVDN A VYL SE 382
NTDB id 107977 AACJ92 RS03915 WP 019718222.1 ISR A MRENT)sl FDRYM LQMENR|IGEESGALDNMLIRKVAINFYERIEVD AVER] SEY 394
NTDB id 1252 GC085 RS07730 WP 011213805.1 QQFIENH FPIYM QMVINIGEESGAL MLEJKVABFYEIMEV NAVDILSH 379
NTDB id 1198 PSJM300 03950 AFN76868.1 )RS MRUNT(ESYFPRIMI\ QMIYNIGEESGALD MLEKVAWF YEEVDNEIVDEL [ 378
NTDB id 1059 ABD1 RS01610 WP 000279215.1 QQLQFENSH T SN RIZHSIUIA QMVIGEESGALDMLKVA YENEVDNAVDEL B 381
NTDB id 1016 ACIAD RS01680 WP 004920476.1 381
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NTDB id 1402 DSB67 RS12670 WP 010643257.1
NTDB id 1169 A1552VC RS11075 WP 000648511.1

LG VGGLVAMYLPIF IRMISAANG . 407
IJLG VGGLVVAMYLPIF LISV [¢B 408

NTDB id 1112 NGFG RS09215 WP 003689811.1 ILG GL VAMYLP F LGNVVEE 410
NTDB id 1113 AAA85695.1 219..1451( ) GYL VAMYLP F LGN A* 410
NTDB id 107977 AACJ92 RS03915 WP 019718222.1 L GG VVAMYLPIFIMLG 421
NTDB id 1252 GCO085 RS07730 WP 011213805.1 LVGGLVVAMYLPIF)Y .. 406
NTDB id 1198 PSJM300 03950 AFN76868.1 LVGGL AMYLPIF .. 405
NTDB id 1059 ABD1 RS01610 WP 000279215.1 LVGGLV AMYLPIF .. 408
NTDB id 1016 ACIAD RS01680 WP 004920476.1 LVGGLV AMYLPIF .. 408
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