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NTDB id 1079681 ACKVMU RS08995 WP 062805088.1 MRTIITFIIVFGILVIVHEFGHFFFAKRSGILVREFAIGMGPKIYGHQAKDGTTYTLRLLPIGGYVRMAGNGDDETEMAP 80
NTDB id 291 STER RS01205 WP 011680685.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
NTDB id 323 STU RS10650 WP 011225396.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
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NTDB id 1079681 ACKVMU RS08995 WP 062805088.1 GMPLSLLMDSDHVVKKINLSKKIQLTNAIPMELIRYDLDEALTITGYVNGDETQEVTYAVDHDASIIEADGTELRIAPRD 160
NTDB id 291 STER RS01205 WP 011680685.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGET...KTYEVDHDATIVEEDGTELRIAPKD 157
NTDB id 323 STU RS10650 WP 011225396.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGET...KTYEVDHDATIVEEDGTELRIAPKD 157
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NTDB id 1079681 ACKVMU RS08995 WP 062805088.1 VQFQSAKLWQRMLTNFAGPMNNFILAILLFIVLAFMQGGVTVTNTNQIGVVTPDGAAAAAGLKENDEILSVEGKSIQTWN 240
NTDB id 291 STER RS01205 WP 011680685.1 VQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQV.ANGGAAQVSGLKTGDAIVAINKDKVTDWD 236
NTDB id 323 STU RS10650 WP 011225396.1 VQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQV.ANGGAAQVSGLKTGDAIVAINKDKVTDWD 236
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NTDB id 1079681 ACKVMU RS08995 WP 062805088.1 DLTAIITENPDKPLD.....FEV.ERNGQVSSVEVTPKAIESNGEKIGQLGIQAPMKTGFFDKIIGGTQRAFSSSLEIFK 314
NTDB id 291 STER RS01205 WP 011680685.1 SLKEALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQE..S..QGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILA 312
NTDB id 323 STU RS10650 WP 011225396.1 SLKEALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQK..S..QGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILA 312
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NTDB id 1079681 ACKVMU RS08995 WP 062805088.1 ALGSLFTGFSLDKLGGPVMMFQLSSEAANQGIMTVIGLMAILSMNLGIVNLLPIPALDGGKLVLNIFEGVRGKPLSQEKE 394
NTDB id 291 STER RS01205 WP 011680685.1 TLKGLITNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIE 392
NTDB id 323 STU RS10650 WP 011225396.1 TLKGLITNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIE 392
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NTDB id 1079681 ACKVMU RS08995 WP 062805088.1 GVLTLVGFGFLMLLMVLVTWNDIQRFFF 422
NTDB id 291 STER RS01205 WP 011680685.1 SYITLAGVAVMVVLMIAVTWNDIMRAFF 420
NTDB id 323 STU RS10650 WP 011225396.1 SYITLAGVAVMVVLMIAVTWNDIMRAFF 420
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