
logo MHQQDEHNQPTFFFFDYETWGTVNPAKDRPSQFAGVRTDEMDNFNI IGEPLVI
MYCQLPANDYLPASPEAAL ITGITPQKAMNQSEQGLASEP

NTDB id 1079469 ACKN8U RS10560 WP 031821671.1 MHQDNQPTFFFFDYETWGTNPAKDRPSQFAGVRTDENFNIIGEPLVMYCQLPADYLPSPEAALITGITPQKAMQEGLSEP 80
NTDB id 1141 GTF74 RS08270 WP 001183680.1 MQQEHQPTFFFFDYETWGVNPAKDRPSQFAGVRTDMDFNIIGEPLVIYCQLPNDYLPAPEAALITGITPQKANSQGLAEP 80
consensus !*!**!!!!!!!!!!!!! !!!!!!!!!!!!!!!! !!!!!!!!!*!!!!! !!!! !!!!!!!!!!!!!! !! !!

logo EF IAKR IHAELSKTPKNTI
T
N
SLGYNS IRFDDEVTRYTCYRNF IDPYAWSWQHNGNSRWDLLDVLRACHALRPEGI

VEWPENDEDGFT
NTDB id 1079469 ACKN8U RS10560 WP 031821671.1 EFIAKIHAELSKPKTTSLGYNSIRFDDEVTRYTCYRNFIDPYAWSWQNGNSRWDLLDVLRACHALRPEGVEWPENEDGFT 160
NTDB id 1141 GTF74 RS08270 WP 001183680.1 EFIARIHAELSTPNTINLGYNSIRFDDEVTRYTCYRNFIDPYAWSWQHGNSRWDLLDVLRACHALRPEGIEWPENDDGFT 160
consensus !!!!*!!!!!! ! ! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!*!!!!!*!!!!

logo SFKLEHLSVAKNGI EHSNAHDAMADVIATI ELMAKKVKAAQPKLFDYFFSTMRHKRKLNTEL IVDIVNMQTPLMHVSGMLGRERHQY
NTDB id 1079469 ACKN8U RS10560 WP 031821671.1 SFKLEHLSVKNGIEHSNAHDAMADVIATIEMAKKVKAAQPKLFDYFFSMRHKRKLNELVDIVNMTPLMHVSGMLGRERQY 240
NTDB id 1141 GTF74 RS08270 WP 001183680.1 SFKLEHLSVANGIEHSNAHDAMADVIATIELAKKVKAAQPKLFDYFFTMRHKRKLTELIDIVNQTPLMHVSGMLGRERHY 240
consensus !!!!!!!!! !!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!*!!!!!!! !!*!!!! !!!!!!!!!!!!!!*!

logo TSWIVP I
VAWHPTNNQNAVITVI

VDLAGKDPQP I
LLELDSATEETLHQAERLYTKRRYEDLAGPDELLPVPVKLQVHLNKCP I LAPAKTLTAENAEQ

NTDB id 1079469 ACKN8U RS10560 WP 031821671.1 TSWIVPVAWHPTNNNAVITIDLAKDPQPILELSTEELHERLYTKREDLG.DLLPVPVKQVHLNKCPILAPAKTLTAENAE 319
NTDB id 1141 GTF74 RS08270 WP 001183680.1 TSWIVPIAWHPTNQNAVIVVDLGKDPQPLLELDAETLQARLYTRYEDLAPDELPVPVKLVHLNKCPILAPAKTLTAENAQ 320
consensus !!!!!!*!!!!!!*!!!! *!!*!!!!!*!!! ! !* !!!!* !!!**! !!!!!! !!!!!!!!!!!!!!!!!!!!

logo

K
NIG IDREQKQCLADHNLANLVI

LRQHPE IREKL IVGTLVFS IQEREQFENKQESDSDVDSTQLYADGFFSPADRAAMDE I IRETTADPENNLAGASLADI ERFVADDK
NTDB id 1079469 ACKN8U RS10560 WP 031821671.1 NIGIDRQKCLDNLALLRQHPEIREKLIGLFSIERQFEKSDDVDTQLYDGFFSPADRAAMDIIRETDPNNLAALDIEFDDK 399
NTDB id 1141 GTF74 RS08270 WP 001183680.1 KIGIDREQCLAHLNVIRQHPEIREKLVTVFSQEREFNQESDVDSQLYAGFFSPADRAAMEIIRTTAPENLGSLAIRVADK 400
consensus !!!!! !! *! **!!!!!!!!!!* *!! !! ! !!!*!!! !!!!!!!!!!!*!!! ! ! !!* ! ! !!

logo R I EKPLLFRYRARHNFYPGHTLDTDEQTEQRRWAALHCRDEVYFERSNQI
LEEGYMLNLENLVHEHEQASDEPKKI

MAI LKSVYHRYVEKSLACS
NTDB id 1079469 ACKN8U RS10560 WP 031821671.1 RIKPLLFRYRARNFPGTLDEQEQRRWALHCREVFESQIEEYMLNLENLVHEHESDEKKIAILKSVYRYVESLAS 473
NTDB id 1141 GTF74 RS08270 WP 001183680.1 RIEPLLFRYRARHYPHTLTDTEQRRWAAHCRDYFERNLEGYMLNLENLVHEHQADPKKMAILKSVYHYVEKLAC 474
consensus !! !!!!!!!!!**!*!! * !!!!!! !!!* !! **! !!!!!!!!!!!! !*!!*!!!!!!!*!!! !!*
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