
logo MKKQI LFSLF I SFSLGVFLQDLNGFSWQNQLNI
L IA I

TLGVI SLGL IWLVKAVDWLVVRGIR IWLLNI FFLCFGVFTHYLNSEKSVL
NTDB id 1079267 ACKEGZ RS04480 WP 229578695.1 MKKQILFSLFISFSLGVFLQDLNGFSWQQLNLIATLGVISLGLIWLKVDWLVRGRIWLLNIFFLCFGVFTHYLNSEKSVL 80
NTDB id 1320 RA0C RS04895 WP 228481890.1 MKKQILFSLFISFSLGVFLQDLNGFSWQNLNIIAILGVISLGLIWVKADWVVRIRIWLLNIFFLCFGVFTHYLNSEKSVL 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!*!! !!!!!!!!!!*! !!*!! !!!!!!!!!!!!!!!!!!!!!!!!!!

logo PSVSKKEELVFKI EQKLNSTAKNKRYE ITAFHQNQPFKAVLSAVPKDLEELDYKHYYQSQLSLYPLESSKNNYQFDYAKFYQ
NTDB id 1079267 ACKEGZ RS04480 WP 229578695.1 PSVSKKEELVFKIEQKLNSTAKNKRYEITAFHQNQPFKAVLSAPKDLEELDYKHYYQSQLSLYPLESSKNNYQFDYAKYQ 160
NTDB id 1320 RA0C RS04895 WP 228481890.1 PSVSKKEELVFKIEQKLNSTAKNKRYEITAFHQNQPFKAVLSVPKDLEELDYKHYYQSQLSLYPLESSKNNYQFDYAKFQ 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!

logo ARKAGVYYKRAYAKRDLHRKAPKSELTFSEKMKQRWRLEFLLSNIDKNEKLSQQTRAFLKGIVLADRTEVDAEGTNSTNFRRSGLATHI
V

NTDB id 1079267 ACKEGZ RS04480 WP 229578695.1 ARKAVYYKAYAKDLHKAPKSELTFSEKMKQWRLELLSNIDKNEKLSQQTRAFLKGIVLADRTEVDAETNTNFRRSGLTHV 240
NTDB id 1320 RA0C RS04895 WP 228481890.1 ARKGVYYRAYARDLRKAPKSELTFSEKMKRWRLEFLSNIDKNEKLSQQTRAFLKGIVLADRTEVDAGTNSNFRRSGLAHI 240
consensus !!!*!!!*!!!*!!*!!!!!!!!!!!!!! !!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!*!!!!!!! !*

logo LAI SGSTHIA I I FGVI
VYMLLRSLTVLVPAVKRFR I

TGVI
MLFLSLSVL IWAVFAWF IGWGNSSVVRASC IMLTVYFGFVLLQRKPQVLDASLAL

NTDB id 1079267 ACKEGZ RS04480 WP 229578695.1 LAISGSHIAIIFGVIYMLLSLTVPAKFRTGVILFSLVLIWVFAWFIGWGSSVVRSCIMLTVYFGFVLLQRKPQVLDALAL 320
NTDB id 1320 RA0C RS04895 WP 228481890.1 LAISGTHIAIIFGVVYMLLRLVLPVRFRIGVMLLSLSLIWAFAWFIGWGNSVVRACIMLTVYFGFVLLQRKPQVLDSLAL 320
consensus !!!!!*!!!!!!!!*!!!! ! *! *!! !!*! !! !!! !!!!!!!! !!!! !!!!!!!!!!!!!!!!!!!!! !!!

logo AGLGI LMVDTQELFSVGFQLSFSAVLGIYWFNKRP I
MIRLFPNPRNKIQKLLLYTFTMSTAAQLGTMPIV IYYFHQYSAWS I

NTDB id 1079267 ACKEGZ RS04480 WP 229578695.1 AGLGILMVDTQELFSVGFQLSFSAVLGIYWFNKPIIRLFPNPRNKIQKLLLYTFTMSTAAQLGTMPIVIYYFHQYSAWSI 400
NTDB id 1320 RA0C RS04895 WP 228481890.1 AGLGILMVDTQELFSVGFQLSFSAVLGIYWFNRPMIRLFPNPRNKIQKLLLYTFTMSTAAQLGTMPIVIYYFHQYSAWSI 400
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LANLVVLPLMEFIV I I LSFLMTIVFGLGI
VYWNSWLSFATYDWL IKALLWL IGFFGKI ELMGYFQDIPLS IVWEMGVLWAVGRLYFLR

NTDB id 1079267 ACKEGZ RS04480 WP 229578695.1 LANLVVLPLMEFVIILSFLMTIVFGLGVYWSWLSFAYDWLIKALLWLIGFFGKIELGYFQDIPLSVWEMGVLAVRLYFLR 480
NTDB id 1320 RA0C RS04895 WP 228481890.1 LANLVVLPLMEIVIILSFLMTIVFGLGIYWNWLSFTYDWLIKALLWLIGFFGKIEMGYFQDIPLSIWEMGVWAVGLYFLR 480
consensus !!!!!!!!!!! !!!!!!!!!!!!!!!*!! !!!! !!!!!!!!!!!!!!!!!!!*!!!!!!!!!*!!!!! !! !!!!!

logo E I L IVRFRTWRGFMKRLMFSVLLFFGIKMGWLDI
VRAYHDKEAKRWHNYHYHRTKVFSVLDKGKVCYFWVASDEKDNLETVLESNYL IKPYVI

NTDB id 1079267 ACKEGZ RS04480 WP 229578695.1 EILVRFRWRGFMKLMFSVLLFFGIKMGLDVRAYHDKEARWHNHYHTKVFSVLDKGKVYFWVSDKDNLEVLESYLIKPYVI 560
NTDB id 1320 RA0C RS04895 WP 228481890.1 EILIRFTWRGFMRLMFSVLLFFGIKMWLDIRAYHDKEAKWHYHYRTKVFSVLDKGKVCFWVADEDNLETLESNLIKPYVI 560
consensus !!!*!! !!!!!*!!!!!!!!!!!!! !!*!!!!!!!!*!! !!*!!!!!!!!!!!!*!!! ! !!!! !!! !!!!!!!



logo SKRAESYKVKMMSEKE I
V
D
NEVI FNGKRYLPFSQ

NTDB id 1079267 ACKEGZ RS04480 WP 229578695.1 SKRAESYKVKMMSEEINEVIFNGKRYPSQ 589
NTDB id 1320 RA0C RS04895 WP 228481890.1 SKRAESYKVKMMSKEVDEVIFNGKRYLFQ 589
consensus !!!!!!!!!!!!! !* !!!!!!!!!* !

X non conserved
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X ≥ 50% conserved


