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SFAVPKSTAADKSLTAGLVTQTASDQSTGADLVTPQEADLAAGTFKPT

NTDB id 1078968 ACKQF3 RS02395 WP 162923374.1 MNAYKNKLQQGFTLIELMIVVAVIGVLAAIAVPQYQKYVAKSEAASALATLTGLKTNAEAYTVETGSFPTDTQQAQLGTP 80
NTDB id 1184 GTF74 RS02335 WP 000649326.1 MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPATTAGTAAGFT 80
NTDB id 1167 A1552VC RS11065 WP 000649326.1 MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPATTAGTAAGFT 80
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPATTAGTAAGFT 80
NTDB id 1292 VP RS12235 WP 005479693.1 MKHSKQKKQQGFTLIELMIVVAIIGVLAAAAIPAYQNYVTRSEVTSGLATVKALITPAELHYQENGI.AAAA........ 71
NTDB id 1038 H0N27 RS01510 WP 000993725.1 .....MNAQKGFTLIELMIVVAIIGILAAIAIPQYQNYIAKSQVNSGFSEISSIKTGYENAVNEGAV.PTKLSDV..... 69
NTDB id 1192 PAKAF RS23870 WP 024947914.1 .....MKAQKGFTLIELMIVVAIIGILAAIAIPQYQNYVARSEGASALASVNPLKTTVEEALSRGWS.VKSGTGTEDATK 74
NTDB id 1197 PSJM300 03940 AFN76866.1 ...MKAQMQKGFTLIELMIVVAIIGILAAIALPAYQDYTVRSNAAAALAEITPGKIGFEQAINEGKT.PSLTSTDE.... 72
NTDB id 1204 PSJM300 03935 AFN76865.1 .MKPVKSSCRGFSLIELMIVVAIIGILAAIALPAYQNYTVRSTAASALAEITPAKAAFEQAISEGHT.PSLVSSLP.... 74
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LGFIVTADGTVDVAEASDATMNSADKSGMVLYDCGDSATKTVITYADVYSILDKIADNPASTFDGTAAELNPTSSTGATGADALGHTASGAPGDKTLI EKTLFYSCTTFALTMQTKDNAGDTGMNAVADGNPSDGSPRSKLNFIVANDKSNTSGGKSATIKLVI ERQTFILKNTARSTDAGTAASNDTGAEGNLWDKSTCAELVTSPTSKDTTSAQLVPTDETASGIKQREAVFYI LIKAVPDGKKGCLNSTKSA

NTDB id 1078968 ACKQF3 RS02395 WP 162923374.1 S..........SAMGSIAYANS.GNSGAAGTITFSF.TGTVSPSLKNSAIRLKRD.GSGNWSCESKTSLDSGVIPKGCNS 147
NTDB id 1184 GTF74 RS02335 WP 000649326.1 RL...GTVED.MGDGKIVIAPT.ASGALGGTIKYTF.DAGV...VSSSKIQLARD.ANGLWTCSTT..VTSEIAPKGCTA 148
NTDB id 1167 A1552VC RS11065 WP 000649326.1 RL...GTVED.MGDGKIVIAPT.ASGALGGTIKYTF.DAGV...VSSSKIQLARD.ANGLWTCSTT..VTSEIAPKGCTA 148
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 RL...GTVED.MGDGKIVIAPT.ASGALGGTIKYTF.DAGV...VSSSKIQLARD.ANGLWTCSTT..VTSEIAPKGCTA 148
NTDB id 1292 VP RS12235 WP 005479693.1 TLAQLGVDVAANDLGAIDSA....LAGGSPTLTFTF...DADSSIDGGILTFTRD.AATGWSCLPT..APAIA.VDGCS. 139
NTDB id 1038 H0N27 RS01510 WP 000993725.1 .....GFTAATSSVCATYSIDAFTETDGAGKIT.CTLKG..NPKIATKIVELTRS.TDGAWTCVSD..VPTEFLPKGCTA 138
NTDB id 1192 PAKAF RS23870 WP 024947914.1 KEVPLGVAADANKLGTIALKP..DPADGTADITLTFTMGGAGPKNKGKIITLTRTAADGLWKCTSD..QDEQFIPKGCSK 150
NTDB id 1197 PSJM300 03940 AFN76866.1 ..GYIGITDSTS.YCDVDLD...TAADGH..IE.CTAKGGNAGKFDGKTITLNRT.ADGEWSCAST..LDAKYKPGKCS. 139
NTDB id 1204 PSJM300 03935 AFN76865.1 ..GFIGIGASTN.YCTVTLI...ATATGS..IT.CTTQNGMPDRFNGKTITIART.TDGLWDCTSD..LDSRYKPGKCL. 141
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