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NTDB id 1078204 ACJU26 RS14790 WP 414040361.1 MTTSRSAPSALVVDDEPNIVELLRITLEGMGLEVSGAHSLAEAHGCLSAGLPSLVLSDLRLPDGSGIDLVRRLHEEHPQL 80
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ....MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQT 76
NTDB id 1045 H0N27 RS16330 WP 168727019.1 ..MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNT 78
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NTDB id 1078204 ACJU26 RS14790 WP 414040361.1 PVAVITAYSSADGAVEAMQAGAFDYMSKPIELVRLRHLVAQALKLSNPQNAE...HDATDRLVGRSPLMQQLREDIRKLA 157
NTDB id 1473 PAKAF RS24000 WP 003094694.1 PVAMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNP...EAEEAPVDNRLLGESPPMRALRNQIGKLA 153
NTDB id 1045 H0N27 RS16330 WP 168727019.1 PIAVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDTTENALENKLLIGRSLPIQQLRIAIKKIA 158
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NTDB id 1078204 ACJU26 RS14790 WP 414040361.1 RSNAPVHITGESGTGKELAARAIHDSSLRHDKPFVAVNCGAIPEGLIESELFGAEKGAYSGATRARQGLFQVANGGTLFL 237
NTDB id 1473 PAKAF RS24000 WP 003094694.1 RSQAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGGTLFL 233
NTDB id 1045 H0N27 RS16330 WP 168727019.1 RSQAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSLFL 238
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NTDB id 1078204 ACJU26 RS14790 WP 414040361.1 DEIGELPMLMQVKLLRAIQERVIRPLGGTREISLDLRFISATHRNLAAMVEAGTFRQDLLYRLNVIQLHVPPLRERLEDI 317
NTDB id 1473 PAKAF RS24000 WP 003094694.1 DEVADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRERREDI 313
NTDB id 1045 H0N27 RS16330 WP 168727019.1 DEIAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERGEDV 318
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NTDB id 1078204 ACJU26 RS14790 WP 414040361.1 PQLVDVILQRMNRQGDRSPATLAEGAMTRLLEYDFPGNVRELENLLERSLVFPDKNILETI...PATARVEAQPPVPRV. 393
NTDB id 1473 PAKAF RS24000 WP 003094694.1 PLLAERILKRLAGDTGLPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAPGAS........ 385
NTDB id 1045 H0N27 RS16330 WP 168727019.1 LLLANHFIQKICMEWETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANISNPFASAA 398
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NTDB id 1078204 ACJU26 RS14790 WP 414040361.1 ..............PKSESVVARVLDDAEAALLCSMLEAAAGDVTVAAQRLGLCPQSFTLRHARSLTGSLG.... 450
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ........QEGAASLSEIDNLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLGID....... 445
NTDB id 1045 H0N27 RS16330 WP 168727019.1 QSIQTTVAAPQAVKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTETEQEV 473
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X non conserved

X similar

X ≥ 50% conserved


