
logo MEKLKQI FDVEHGACALLTCDINGTRLMIDCGHNAGDNSTGWKRPGRSYLRDSQGI
V
S
T
H
RLDEMLAITNYDEDHVSGLPDLLENQVDHVENWLWR

NTDB id 1078192 ACJU26 RS04030 WP 414041255.1 MELKIFDVEHGACALLTCDNGTRLMIDCGHNGDTGWRPGRYLRDQGISRLEMLAITNYDEDHVSGLPDLLENVDVEWLWR 80
NTDB id 1269 LPP RS00915 WP 011212818.1 MKLQIFDVEHGACALLTCINGTRLMIDCGHNANSGWKPGSYLRSQGVTHLDMLAITNYDEDHVSGLPDLLEQVHVNWLWR 80
consensus ! ! !!!!!!!!!!!!!! !!!!!!!!!!!!* *!!*!! !!! !!***!*!!!!!!!!!!!!!!!!!!!!*!*! !!!!

logo NPRSVSTAPDTDTIKRNQLMKASEKDNGLMGRYGI ESTLVGNI
M
L
T
P
S
S
TYKSGYGTTEGAWQTPPSETFLSFGVERQRAGFYANDPYPETFDVDETNNLSMAVI

VHLNWIAGINFLFPS
NTDB id 1078192 ACJU26 RS04030 WP 414041255.1 NRSVTPDTIRQLKSEDGLGRGIETLVGMTSSYSGGTEATPSTFLGVERQAFYNDYPEFDDENNLSMVVHLWIAGINFLFP 160
NTDB id 1269 LPP RS00915 WP 011212818.1 NPSVSATDIKNMKAKNGMGYGIESLVNILPTYKYT.GWQPPEFSFVERRGFYAPYPTFVDTNNLSMAIHLNIAGINFLFS 159
consensus !*!!** !***! !*! !!!*!! * **! * !* ! !!! *!! *!! ! ! !!!!! *!! !!!!!!!!*

logo GDLESGSGWKNATLLKRDQPQGSFQRKNVI
V
A
S
E
NTDHI

V
F
L IAPSHHGRENSGICYPTDQI

VFDEENYGQCFKPFHYI
V
I
V
I
MSDKGSHYMYDTQKRTLVDPYYRSSKARGGFPF

NTDB id 1078192 ACJU26 RS04030 WP 414041255.1 GDLESSGWKALLRQPGFQKVVSETHVLIASHHGRENGICTDVFDNYGCKPFYVVISDKGYMYDTQRTVPYYRSKARGGPF 240
NTDB id 1269 LPP RS00915 WP 011212818.1 GDLESGGWNTLLKDQSFRNVIANTDIFIAPHHGRESGIYPQIFEEYQCFPHYIIMSDKSHMYDTQKTLDYYSSKARGGFF 239
consensus !!!!! !! !!* * ! !* !** !!*!!!!! !!** *!* ! ! !*!***!!! *!!!!!*!**!! !!!!!!*!

logo RGEKHTRHRVLTTRKNDGRS IATFNVFNQFNLKGEQCWLWPVAQ
NTDB id 1078192 ACJU26 RS04030 WP 414041255.1 RGETRHVLTTRNDGRIAFVFQN..GQWWPQ 268
NTDB id 1269 LPP RS00915 WP 011212818.1 RGKHRRVLTTRKDGSITFNFNFLKGECLVA 269
consensus !! *!*!!!!! !! ! ! !* **! * *

X non conserved

X similar

X ≥ 50% conserved


