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..MKKLVEMKVK FTLVEMLVVLEIIS LLLLFVPNL [QK A
BN L KK VKAFTLVEMLVVLLIISVL LLFVPNLTKQKEAVEDHGIJAAVVKVVESQAEL Yj
MKKMMTFLKKAKVKAFTLVEMLVVLLIISVLLLLFVPNLTKQKEAVNDKGKAAVVKVVESQAELYSL

MKKMMTFLKKAKVKAFTLVEMLVVLLIISVLIALLFVPNLTKQKEAVNDKGKAAVVKVVESQAELYSL
MKKMMTFLKKAKVKAFTLVEMLVVLLIISVLIILLFVPNLTKQKEAVNDKGKAAVVKVVESQAELYSL
MKKMMTFLKKAKVKAFTLVEMLVVLLIISVLIALLFVPNLTKQKEAVNDKGKAAVVKVVESQAELYSL
MKKMMTFLKKAKVKAFTLVEMLVVLLIISVLIJLLFVPNLTKQKEAVNDKGKAAVVKVVESQAELYSL
MKKMMTFLKKAKVKAFTLVEMLVVLLIISVLLLLFVPNLTKQKEAVNDKGKAAVVKVVESQAELYSL .
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X non conserved
B similar
i >50% conserved
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