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NTDB id 1077883 ACJYYY RS03335 WP 408605185.1 MKMATKVVLRTEVPVEDTWDLTTIFTSDESWESEFKAVQQLTDEAVRFKGTLAESADQLLSALQFSDELVVRLSKVYVYA 80
NTDB id 480 HSISS4 RS02090 WP 002890133.1 .....MSDNRTHLEEKYTWDLTTIFATDADWETEYESTVQDLKKASAYAGHLLDSAKNLLGATELYMSLMRRLEKIYVYA 75
consensus ***** !!*** !!!!!!!! *! !!*!* ! ! * !*! *!! *!! ! !* !! !*!!!!
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NTDB id 1077883 ACJYYY RS03335 WP 408605185.1 SMKHDQDTGNTVYQALNSRAESLASKASAALSFMEPELLAVADETIATYVYESAQLRVYAHELEKITNKRAHTLSDKEEA 160
NTDB id 480 HSISS4 RS02090 WP 002890133.1 SMKNDQDTTVGLYQEYQAKASNLYSQLSEAFAYFEPEFMALDDKKLAEFKEQEPGLGLYDHYFERLLANKDHVLSQEAEE 155
consensus !!!*!!!! *!! * *! ! ! ! ! * !!! *!* ! *! * * ! *! ! !** * ! !! !
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NTDB id 1077883 ACJYYY RS03335 WP 408605185.1 LLAKAGEVLNASQNTFGILNNADLRFPSIEDENGETVEITHGLYGPLLESKDRRVRRDAFQNVYQTYKALLNTFASTLTG 240
NTDB id 480 HSISS4 RS02090 WP 002890133.1 LLAAAGDIFNGPTDTFNVLDNADILFPWVSDGQGDVVELTHGNFITLMESKDRDIRKGAYEAMYGTYEQFQHTYAQTLQG 235
consensus !!! !!** !** !! *! !!!* !! * ! *!* !!*!!! * *!*!!!!! *!* !* *! !! *!*! !! !
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NTDB id 1077883 ACJYYY RS03335 WP 408605185.1 QIKEDNFRAEVKQFTDAREAAVFSNNIPQTVHQTLLETVGNNVDLLHRYVRLRKQVLAVDELHVYDLYTPLVADVDELSF 320
NTDB id 480 HSISS4 RS02090 WP 002890133.1 VVKVHNYQAKVRHYNSARHAALAANFIPESVYDSLLESVNKHLPLLHRYLDLRKKVLGLDELKMYDVYTPLSETETA..L 313
consensus *! *!* ! !*** !!*!!* ! !! *!* *!!!*! ***!!!!!* !!! !!**!!!**!!*!!!! **
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VDVHVEPNKGKRSGAYSGGASYDGTNAPF IMLLNWHQDTLDNLFYTLVHEFTGHSLVH
NTDB id 1077883 ACJYYY RS03335 WP 408605185.1 TYEEAKAVTIAALAPLGEEYVSILKEGFDKRWVDVVENKGKRSGAYSGGSYGTNPFILLNWHDTLDNLYTLVHEFGHSVH 400
NTDB id 480 HSISS4 RS02090 WP 002890133.1 TYEESLKKAEEVLAIFGEEYSKGVHAAFTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHSLH 393
consensus !!!! !!* !!!! ** *! !!*!!**!!!!!!!!!!!! ! !!*!*!!!!*!!!!!!*!!!!! !!!*!

logo STYFLTRNQNTQPAYVYGDYPTI FLAE IASTTNENI
LLTDETYLLKETVYEKDDEKI

T
Q
R
A
F
A
YI ILNHFYLDGFKGTVFRQTQFAEFEHAE IHELADAQASG

NTDB id 1077883 ACJYYY RS03335 WP 408605185.1 SYLTRNNQPAVYGDYTIFLAEIASTTNENLLTDYLLKTYEDEKIQAYIINHFLDGFKGTVFRQTQFAEFEHEIHLADQAG 480
NTDB id 480 HSISS4 RS02090 WP 002890133.1 STFTRQTQPYVYGDYPIFLAEIASTTNENILTETLLKEVKDDKTRFAILNHYLDGFKGTVFRQTQFAEFEHAIHEADASG 473
consensus ! !!* !! !!!!!*!!!!!!!!!!!!!*!!* !!! !*! !*!!*!!!!!!!!!!!!!!!!!!! !! !! !

logo

K
Q
A
I LTADEFLMNTEKLYAYDGI

LNEKKYYGNDLKTALEVDHDNEYE IGQFYEWAER IPHFYMYNYYVYQYATGFASAASAYLAEQHKI LVHTEGGTEEPADKVAEARYLTFYLKA
NTDB id 1077883 ACJYYY RS03335 WP 408605185.1 KALTAEFLTELYYGINKKYYGDTLVHDEEIGYEWARIPHFYYNYYVYQYATGFSAASALAQHILTEGEPAVARYLTFLKA 560
NTDB id 480 HSISS4 RS02090 WP 002890133.1 QILTADFMNKLYADLNEKYYNLKAEDNYEIQFEWERIPHFYMNYYVYQYATGFAAASYLAEKIVHGTEEDKEAYLTYLKA 553
consensus !!!*!* !! *! !!! * !! *!! !!!!!! !!!!!!!!!!! !!! !! *!** !* !!!*!!!
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NTDB id 1077883 ACJYYY RS03335 WP 408605185.1 GNSDYPIDVLKAAGVDMTTAKPIEDALKVFETRLSEFEEIMAKK.... 604
NTDB id 480 HSISS4 RS02090 WP 002890133.1 GSSDYPLEVIKKAGVDMTNTDYLDAAFKVFEDRLVELEALVEKGVHLS 601
consensus ! !!!!**!*! !!!!!! *** ! !!!! !! ! ! ** ! ****
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