logo

NTDB id 1077842 ACJKII RS09570 WP 004344844.

NTDB id 1196 PAKAF RS09365 WP 016253171.1
consensus

logo

NTDB id 1077842 ACJKII RS09570 WP 004344844.

NTDB id 1196 PAKAF RS09365 WP 016253171.1
consensus

logo

NTDB id 1077842 ACJKII RS09570 WP 004344844.

NTDB id 1196 PAKAF RS09365 WP 016253171.1
consensus

logo

NTDB id 1077842 ACJKII RS09570 WP 004344844.

NTDB id 1196 PAKAF RS09365 WP 016253171.1
consensus

logo

NTDB id 1077842 ACJKII RS09570 WP 004344844.

NTDB id 1196 PAKAF RS09365 WP 016253171.1
consensus

logo

NTDB id 1077842 ACJKII RS09570 WP 004344844.

NTDB id 1196 PAKAF RS09365 WP 016253171.1
consensus

logo

NTDB id 1077842 ACJKII RS09570 WP 004344844.

NTDB id 1196 PAKAF RS09365 WP 016253171.1
consensus

LRI o L T R LWL L AR

MVRLRTLVRATAAASVLTSGMAHGLGLGEITLKSALNQPLDAEIELLEVRDLGSGEVIPSLASPEEFSKAGVDRLYYLTD
MVRLRTLVRATAAASVLTSGMAHGLGLGEITLKSALNQPLDAEIELLEVRDLGSGEVIPSLASPEEFSKAGVDRLYYLTD
N

ETARLAOVAT SR YR LBV L R AT A

LKFTPVVKPNGKSVIRVTSSKPVQEPYLNFLVQVLWPNGRLLREYTVLLDPPLYSPQAAASAPQAPVSAPRATGAPRAPQ

LKFTPVVKPNGKSVIRVTSSKPVQEPYLNFLVQVLWPNGRLLREYTVLLDPPLYSPQAAASAPQAPVSAPRATGAPRAPQ
L e e e e rrrrrrrrrrrrrrrrrrnd

AT A TRV ERRTIN  LARELL S ALY L TR ek

APAPVRTTAPAGSDTYRTVSNDTLWEIAQRNRTDRVSVPQAMLAFQELNPGAFVDGNINRLKSGQVLRIPTEQQMLERSP

APAPVRTTAPAGSDTYRTVSNDTLWEIAQRNRTDRVSVPQAMLAFQELNPGAFVDGNINRLKSGQVLRIPTEQQMLERSP
Prrr e e rrrrrrrrrrrrrrrrrrrnd

AL RIS SR A S AR SRR ¢ RS R

REALSQVQAQNQSWRGSRNPAAGSAGARQLDATQRNAAGSAPSKVDATDNLRLVSGEGKASKGADKGGKGDSKA ADTLA
REALSQVQAQNQSWRGSRNPAAGSAGARQLDATQRNAAGSAPSKVDATDNLRLVSGEGKASKGADKGGKGDSKA ADTLA

VR AR COR L CAACKLCL CLORLANLL A ) AL DT AR AL |

VTKESLDSTRRENEELQSRMQDLQSQLDKLQKLIQLKDAQLAKLQGQLGAEGQGAAQPNAALPDASQPNAAAQAPAQPGT
VTKESLDSTRRENEELQSRMQDLQSQLDKLQKLIQLKDAQLAKLQGQLGAEGQGAAQPNAALPDASQPNAAAQAPAQPGT
| T T T T T T T T T T T T Y |

AR TV AV ELALL ATL

PAINAAPTPAPAGEAPAAPAQPPVAPPPAPAAE PPAPAVPAPAPVQAAEQPAPSFLDELLANPLWLAVIGGSALLALLVL
PAWJAAPTPAPAGEAPAAPAQPPVAPPPAPAAE PPAPAVPAPAPVQAAEQPAPSFLDELLANPLWLAVIGGSALLALLVL
NN

AR AL A0 L AV CETRTIA A0 A o

LMILSRRNAQKEKEEAQAFAADTGEEQEDALDLGKDGFDDLTLDEPEPQVAAVAPQVEKTTAQTSDALGEADIYIAYGRF
LMILSRRNAQKEKEEAQAFAADTGEEQEDALDLGKDGFDDLTLDEPEPQVAAVAPQVEKTTAQTSDALGEADIYIAYGRF
DL e e rrrrrrrrrrrrrrrrrnt

80
80

160
160

240
240

320
320

400
400

480
480

560
560



logo

NTDB id 1077842 ACJKII RS09570 WP 004344844.1
NTDB id 1196 PAKAF RS09365 WP 016253171.1
consensus

logo

NTDB id 1077842 ACJKII RS09570 WP 004344844.1
NTDB id 1196 PAKAF RS09365 WP 016253171.1
consensus

logo

NTDB id 1077842 ACJKII RS09570 WP 004344844.1
NTDB id 1196 PAKAF RS09365 WP 016253171.1
consensus

logo

NTDB id 1077842 ACJKII RS09570 WP 004344844.1
NTDB id 1196 PAKAF RS09365 WP 016253171.1
consensus

logo

NTDB id 1077842 ACJKII RS09570 WP 004344844.1
NTDB id 1196 PAKAF RS09365 WP 016253171.1
consensus

LN UL E1RE e R AL 4 A AL

NQAAELLQNAIYDEPQRTDLRLKLMEVYAEMGDREGFARQENELREIGGAQPQVEQLKSRYPAMVAVAAVAGLAGAKLAQ
NQAAELLQNATIYDEPQRTDLRLKLMEVYAEMGDREGFARQENELREIGGAQPQVEQLKSRYPAMVAVAAVAGLAGAKLAQ
N

FLEDLLDS o AR DT ALN ADLTLRLLAS TAR )

DSFSLDDLSLDDSGHAAKPDAAGQDLDDAFDLSLDDLGGEDVQADLKSDSGALDDLTLDSDLDLAASTAADKPVDDL
DSFSLDDLSLDDSGHAAKPDAAGQDLDDAFDLSLDDLGGIYDVQADLKSDSGALDDLTLDSDLDLAASTAADKPVDDL
PO e rrrrrrrrrrrrrrrrrn

JHe e PSHRDL DR ERLTER LR B ATt LTERE LR

DFAELAETPSQPKHDDLGDFSLDLDAPEDKLSDDDFLLSLNDEVPAAAPADNEFTLDTEAAEEPALSLPDDFDLSL

GL
GLDFAELAETPSQPKHDDLGDFSLDLDAPEDKLSDDDFLLSLNDEVPAAAPADNEFTLDTEAAEEPALSLPDDFDLSL
PELr e e rrrrrrrrrrrrrrrrrrnd

WD 8 0 L 0L

RAYIDMGDSEGARDILDEVLAEGNDSQQAEARELLERL AJEehRe]
RAYIDMGDSEGARDILDEVLAEGNDSQQAEARELLERL AJEEehRe}
N

X non conserved
B similar
> 50% conserved

640
640

720
720

800
800

880
880



