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NTDB id 1077549 ACJROX RS20455 WP 408007048.1 MLNSRTRWCVTEVDQSKTDELVNSLGLSPLVAGLLVNRGKQDIDEVKNFLHTENVDFHDPFLMDGMDSAVERIKKAIKQQ 80
NTDB id 354 BSU 27620 NP 390640.1 MLASKMRWEIQRPDQDKVKSLTEQLHITPLVASLLVKRGFDTAESARLFLHTKDADFYDPFEMKGMKEAADRIKQAISQQ 80
consensus !! !* !!** *!! ! ! !***!!!! !!! !! * * !!!! !!*!!! ! !! ! *!!! !! !!
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NTDB id 1077549 ACJROX RS20455 WP 408007048.1 EKILIFGDYDADGVSSTSVMIYTLRELGAEFDYYIPNRFTEGYGPNEAAFRWAQEQGYTLIVTVDTGISAIHEAEVAKEI 160
NTDB id 354 BSU 27620 NP 390640.1 EKIMIYGDYDADGVTSTSVMLHTLQKLSAQVDFYIPDRFKEGYGPNEQAFRSIKERGFSLIITVDTGIAAVHEAKVAKEL 160
consensus !!!*!*!!!!!!!!*!!!!!**!! ! ! !*!!! !! !!!!!!! !!! ! !**!!*!!!!!! !*!!! !!!!*
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NTDB id 1077549 ACJROX RS20455 WP 408007048.1 GIDLIITDHHEPQPELPNTFATINPKKPGCPYPFKGLAGVGVAIKVSHALLGEAPLHLLDIACIGTIADLVPLVDENRLI 240
NTDB id 354 BSU 27620 NP 390640.1 GLDVIITDHHEPGPELPDVRAIVHPKQPGCTYPFKELAGVGVAFKLAHALLGELPDELLDLAAIGTIADLVPLHDENRLI 240
consensus !*!*!!!!!!!! !!!! ! **!! !!!*!!!! !!!!!!! !* !!!!!! ! *!!!*!*!!!!!!!!!!*!!!!!!
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NTDB id 1077549 ACJROX RS20455 WP 408007048.1 VKIGIEKLETTSKPGLQALLKVCGLEEKQLSSEHIGFGIGPRVNAAGRLDSADPAVDLFTTSDPEKAEMIAQEIDAMNKE 320
NTDB id 354 BSU 27620 NP 390640.1 ATLGLERLRRTNRLGLKELIKLSGGDIGEANEETVGFQLAPRLNAVGRIEQADPAVHLLMSEDSFEAEELAAEIDQLNKE 320
consensus *!*!*! ! **!! !*!**! * !**!! **!!*!! !!** !!!!!*! * !* !! *! !!! *!!!
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NTDB id 1077549 ACJROX RS20455 WP 408007048.1 RQSLVNGITKEAVEIVESKYPPEKNSVLVIAKEGWNPGVIGIVASRIVEKFYRPTIILSIDPEKGVAKGSARSIAGFDMF 400
NTDB id 354 BSU 27620 NP 390640.1 RQKMVSKMTDEAIEMVEQQGL..DQTAIVVAKAGWNPGVVGIVASKLVDRFYRPAIVLGIDEEKGIAKGSARSIRGFNLF 398
consensus !! *! *! !!*!*!! *** ** *!*!! !!!!!!*!!!!!**!**!!!! !*! !!*!!!*!!!!!!!! !! *!
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NTDB id 1077549 ACJROX RS20455 WP 408007048.1 ENLSECRDILPHFGGHPMAAGMTLQLQYLDTLRERLNRQAEEKLTEEDFSPITSIDLRCSVDDISLDVIEELQALEPFGV 480
NTDB id 354 BSU 27620 NP 390640.1 ESLSECRDILPHFGGHPMAAGMTLKAEDVPDLRSRLNEIADNTLTEEDFIPVQEVDLVCGVEDITVESIAEMNMLSPFGM 478
consensus ! !!!!!!!!!!!!!!!!!!!!!! ** !! !!! !* !!!!!! !* *!! ! !*!!*** ! !** ! !!!*
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NTDB id 1077549 ACJROX RS20455 WP 408007048.1 DNPKPRFLIDQCRLKEIRRIGSDSKHLKLTLLGERSNLDVIGFHFGEVFEEITPNASISVVGELSINEWNGFRKPQLMLQ 560
NTDB id 354 BSU 27620 NP 390640.1 LNPKPHVLVENAVLEDVRKIGANKTHVKMTIRNESSQLDCVGFNKGELQEGIVPGSRISIVGEMSINEWNNRKKPQLMIK 558
consensus !!!!* !**** ! **!*!! !*!*!* ! !*!!**!!* !!* ! ! ! !!*!!!*!!!!!! *!!!!!*
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NTDB id 1077549 ACJROX RS20455 WP 408007048.1 DIAVKEKQLFDYRGIKNLASRLELLNRSKVQLLSFKEETIRSLSLKDWEDHIIRISEDVSLETLELGGRYLIILDLPSSK 640
NTDB id 354 BSU 27620 NP 390640.1 DAAVSEWQLFDLRGKRTWEDTVSALPSAKRAIVSFKEDSTTLLQTEDLRREVHVISSKDQAKAFDLDGAYIVLLDPPPSL 638
consensus ! !! ! !!!! !! * * !* ! **!!!!** ! ! *** !! *! ! !***!!*!*!
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NTDB id 1077549 ACJROX RS20455 WP 408007048.1 DQLKQLMSYGSSAERVYTVFHHEEDHYFNPIPTRDSFKWYYAFLKKQGTFDYKRRAEELAAYKGWQKESVYFMSQVFFEL 720
NTDB id 354 BSU 27620 NP 390640.1 DMLARLL.EGKAPERIYFIFLNHEDHFLSTFPARDHFKWYYAFLLKRGAFDVKKHGSELAKHKGWSVETINFMTKVFFDL 717
consensus ! ! !** ! *!!*! *!***!!!* * ! !!*!!!!!!!! ! ! !! !*** !!! *!!! !** !!* !!!*!
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NTDB id 1077549 ACJROX RS20455 WP 408007048.1 EFVTIDNGVISVTDQPMKRPLTESMTYRRKQEQASLENDLCYSSYRDLKRWFFENEKDAVRFEEAY... 786
NTDB id 354 BSU 27620 NP 390640.1 GFVKIENGVLSVVSGAKKRDLTDSQTYQAKQQLMELDQKLNYSSAEELKEWLNKLMKQDSEAYESTRRT 786
consensus !! !*!!!*!! * !!*!!*! !! !! !** !*!!! *!! ! ! ! ***
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