
logo

MMVL
M
K
W
L
M
Q
Y
E
D
S
K
Q
A
Y
F
I
M
W
L
I
A
D
N
Q
L
E
W
Y
R
K
V
L
Y
I
N
R
K
Q
R
D
E
H
N
F
Y
LTQRW

K
L
W
K
I
LYAF

V
I
M
P
I
V
C
L
S
I
V
A
L
C
A
I
V
T
L
A
V
G
C
S
V
L
L
A
I
G
A
I
M
L
I
V
L
F
I
A
L
V
F
T
I
G
A
C
G
I
F
M
I
F
I
F
Y
L
F
I
W
L
F
H
L
M
R
K
A
T
Q
P
N
S
D
C
Q
S
T
D

P
Q
G
Y

T
K
A
G
N
Q
S
P
A
H
N
K
R
Q

S
V
E
N
T
M
F
T
P
L
Q
E
V
A
N
K
K
E
Q
D
T
L
S
N
Y
L
T

QADSEVENTVANAI
T
L
V
K
S
A
S
T
QSKSTTSEKSNQANSVSKPQDTS

L
E
L
S
V
K
T
S
L
V
E
A
N
E
K
P
S
T
V
D
E
A
S
V
T
V
N
Q
K

F
S
V
K

NTDB id 20 SA RS08005 WP 001802022.1 MVLLYQFLLRYKDFLTQWKLYIISAVVLIMVLIGFIFWRQDDYTSRNFENKD......TALKQSTSENNS.LSKLEDVQV 73
NTDB id 36 MW RS08230 WP 001793467.1 MVLLYQFLLRYKDFLTQWKLYIISAVVLIMVLIGFIFWRQDDYTSRNFENKD......NALKQSTSENSS.LSKVEDVQV 73
NTDB id 613 LCA RS05340 WP 231952379.1 .MMWQDYWQRYRRF...WW..VPCLVLLGIIAGG.FYWHQSQQKQKVTQNEQLL.....ATSASKTK.........PATK 59
NTDB id 595 KW2 RS08725 WP 021037687.1 ...MEKILDKLKEY...WK..IMLLVVCALIAGGIFYIFTNSPKPAETL.......SVENLSSSSTKSS.......VSKF 58
NTDB id 521 SMSK321 RS04960 WP 000443804.1 ...MESIIEKIKEY...KI..IVICTGLGLLVGGFFLLKP...APHTPVKETNLQAEVVAIS.......KDSSTEKDVKK 62
NTDB id 493 SM12261 RS04300 WP 000387351.1 ...MEAIIEKIKEY...KI..IVICTGLGLLVGGFFLLKP...APQTPVKETNLQAEVVAVS.......KDSVSEKEVKK 62
NTDB id 153 SP RS04730 WP 000387344.1 ...MEAIIEKIKEY...KI..IVICTGLGLLVGGFFLLKP...APQTPVKETNLQAEVAAVS.......KDSSTEKEVKK 62
NTDB id 263 KZH43 RS04195 WP 000387330.1 ...MEAIIEKIKEY...KI..IVICTGLGLLVGGFFLLKP...APQTPVKETNLQAEVAAVS.......KDLVSEKEVNK 62
NTDB id 222 SPD RS04535 WP 000387330.1 ...MEAIIEKIKEY...KI..IVICTGLGLLVGGFFLLKP...APQTPVKETNLQAEVAAVS.......KDLVSEKEVNK 62
NTDB id 188 SPR RS04295 WP 000387330.1 ...MEAIIEKIKEY...KI..IVICTGLGLLVGGFFLLKP...APQTPVKETNLQAEVAAVS.......KDLVSEKEVNK 62
NTDB id 105 BSU 25590 NP 390437.1 .......MNWLNQH...KK..AIILAASAAVFTAIMIFLA.TGKNKEPV.................KQAVPTETENTVVK 50
NTDB id 1077547 ACJROX RS19450 WP 408006856.1 ................................................................................ 0
NTDB id 300 STER RS07485 WP 011681496.1 ..MKEKILAYVKDN...RL..FVSVIAVLMVIFCFFLWMT.CGAGNSMEAETSYT.DVTALSTSSSKQSSQSLSEASSQS 71
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NTDB id 20 SA RS08005 WP 001802022.1 KDGDNSKNKGPVYVDVKGAVKHPNVYKMTS.KDRVVDLLDKAQ.LLDDADVSRINLSEKLTDQKMIFIPHKGQKNVEPQI 151
NTDB id 36 MW RS08230 WP 001793467.1 KDGDNSKNKGPVYVDVKGAVKHPNVYKMTS.KDRVVDLLDKAQ.LLEDADVSQINLSEKLTDQKMIFIPHKGQKNVEPQI 151
NTDB id 613 LCA RS05340 WP 231952379.1 KTHQAATKKKGGFVDIKGAVVYPGIYPITVSETRLFEVLKNAGGPTDAADTKRLNLAQKLTDQLIIYIPKKGEVVTDQEL 139
NTDB id 595 KW2 RS08725 WP 021037687.1 NSSSSEKNKNEIMVDLKGAVAKPNVYQISS.DERLVDLIRQAGGFTDQADQKSINLSAKLKDEEVIYVPKVGESSSSEST 137
NTDB id 521 SMSK321 RS04960 WP 000443804.1 EEKEEPVEQDLITVDVKGAVKSPGIYDLSV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEESASQHT 141
NTDB id 493 SM12261 RS04300 WP 000387351.1 EEKEEPLEQDLITVDVKGAVKSPGIYDLPV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAASQQA 141
NTDB id 153 SP RS04730 WP 000387344.1 EEKEEPLEQDLITVDVKGAVKSPGIYDLPV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQT 141
NTDB id 263 KZH43 RS04195 WP 000387330.1 EEKEEPLEQDLITVDVKGAVKSPGIYDLPV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQT 141
NTDB id 222 SPD RS04535 WP 000387330.1 EEKEEPLEQDLITVDVKGAVKSPGIYDLPV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQT 141
NTDB id 188 SPR RS04295 WP 000387330.1 EEKEEPLEQDLITVDVKGAVKSPGIYDLPV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQT 141
NTDB id 105 BSU 25590 NP 390437.1 QEANNDESNETIVIDIKGAVQHPGVYEMRT.GDRVSQAIEKAGGTSEQADEAQVNLAEILQDGTVVYIPKKGEETAVQQ. 128
NTDB id 1077547 ACJROX RS19450 WP 408006856.1 ...........MVVDVKGAVRTPGVFEMKS.GQRVNDVVQLAGGFSDDADLNSVNLAQVLVDEMVIYVARVGEEAPPVV. 67
NTDB id 300 STER RS07485 WP 011681496.1 KTEGSEKVKSKVTVDVKGAVVNPGVYTLKA.GARVTDVIQEAGGMTEDADAKSVNLAASLSDEEVIYVANKDENVSVLDQ 150
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NTDB id 20 SA RS08005 WP 001802022.1 E................VNSVHVK..NGNTNNTKVNLNTASVSELMSVPGVGQAKANAIVEYRNQQGAFQEIDDLKKVKG 213
NTDB id 36 MW RS08230 WP 001793467.1 G................VNSVHVK..NGNTNNTKVNLNTASVSELMSVPGVGQAKANAIVEYRNQQGAFQEIDDLKKVKG 213
NTDB id 613 LCA RS05340 WP 231952379.1 IQAPQQIATTSERTQEQASTGTSANASSTSDTAKIDLNQADSTQLQTLNGIGPKKAEQIIAYRDEQGKFKQIEDLQKVGG 219
NTDB id 595 KW2 RS08725 WP 021037687.1 D...............SPTGSSVSNQISTTSGPKVNINKADLTELQKLTGIGQKKAQDIIDFRMKNGDFKSIEDLGKVSG 202
NTDB id 521 SMSK321 RS04960 WP 000443804.1 G................SGAP.....SSTSKDKKINLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSG 200
NTDB id 493 SM12261 RS04300 WP 000387351.1 G................PGTA.....SSTSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSG 200
NTDB id 153 SP RS04730 WP 000387344.1 G................SGTA.....SSTSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSG 200
NTDB id 263 KZH43 RS04195 WP 000387330.1 G................LGTA.....SSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSG 200
NTDB id 222 SPD RS04535 WP 000387330.1 G................LGTA.....SSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSG 200
NTDB id 188 SPR RS04295 WP 000387330.1 G................LGTA.....SSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSG 200
NTDB id 105 BSU 25590 NP 390437.1 G...............GGGSVQSDGG....KGALVNINTATLEELQGISGVGPSKAEAIIAYREENGRFQTIEDITKVSG 189
NTDB id 1077547 ACJROX RS19450 WP 408006856.1 ..........................TNEKEEGKIDINHAERTELETIPGIGLSKAGAINAYREENGRFSSIDDLVNVPG 121
NTDB id 300 STER RS07485 WP 011681496.1 T...............GTGQVSDKGGQAVSKDGKINLNTATSEQLQTISGIGAKRAEDVIAYRESHGGFQSVDDLKNVSG 215
consensus * ** ** *** ****! !****! * !*! **!***** !* *!*!********!*!



logo

F
IG

P
A
D
E
S
GKSTLFIDEQKI

L
Q
R
K
E
S
D
E
Q
S
Y
L
F
I
V
C
S
Y
T
A
I
V
K
N
A
D
K

NTDB id 20 SA RS08005 WP 001802022.1 FGSKTFDKLKSYFTI.. 228
NTDB id 36 MW RS08230 WP 001793467.1 FGSKTFDKLKSYFTI.. 228
NTDB id 613 LCA RS05340 WP 231952379.1 IGPKTFEQLQSQICVN. 235
NTDB id 595 KW2 RS08725 WP 021037687.1 FGDKTLEKLKDEISID. 218
NTDB id 521 SMSK321 RS04960 WP 000443804.1 IGAKTIEKLKDYVTVD. 216
NTDB id 493 SM12261 RS04300 WP 000387351.1 IGAKTIEKLKDYVTVD. 216
NTDB id 153 SP RS04730 WP 000387344.1 IGGKTIEKLKDYVTVD. 216
NTDB id 263 KZH43 RS04195 WP 000387330.1 IGGKTIEKLKDYVTVD. 216
NTDB id 222 SPD RS04535 WP 000387330.1 IGGKTIEKLKDYVTVD. 216
NTDB id 188 SPR RS04295 WP 000387330.1 IGGKTIEKLKDYVTVD. 216
NTDB id 105 BSU 25590 NP 390437.1 IGEKSFEKIKSSITVK. 205
NTDB id 1077547 ACJROX RS19450 WP 408006856.1 IGEKTLEQLKEYITAAK 138
NTDB id 300 STER RS07485 WP 011681496.1 IGDKTLDKIRESLYVA. 231
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