
logo MARGVNKVI IVGNLGANDPDEMVRQTFMNPNGDGANVATNTI
LSVATSEQSWNDKMQTGEPRREAVTEWHR I SVFLFNRRLQAGEVAAGQYLRKGSKVYI

VEG
NTDB id 1077256 ACJRPX RS01870 WP 338755344.1 MRGVNKVIIVGNLGADPEVRQFNNGGNVTNISVATSEQWNDKQTGEPREATEWHRISLFNRLGEVAAQYLRKGSKVYIEG 80
NTDB id 1390 A4U84 RS00055 WP 021115958.1 MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYVEG 80
consensus ! !!!!!!!!!!!! !!**! *!! ! *!!!!!! !!!! !!!*!! !!!!!! ! ! *!!!*!!!!!!!!!!*!!

logo

K
SLKRTRKW

YQDQNGQDERYI
TTE IQRAGDNVLMQMLDSARNSSAGGRDGFGVANQNHQGGYQSGYQGGHNQGSYGNWFNQNAQNPAGNQPTNGYNQGSGFYQNHQN

NTDB id 1077256 ACJRPX RS01870 WP 338755344.1 SLRTRKYQDQNGQERYITEIRADNMQMLDSANSARGGVANQNHQGGYQSGYQGGHQGYGNFQNQNGNPNGNQSGFQNHQN 160
NTDB id 1390 A4U84 RS00055 WP 021115958.1 KLKTRKWQDQNGQDRYTTEIQGDVLQMLDSRSSGGDF...............GGNQGSGWNQ.APAQTNYNQGGY..... 139
consensus !*!!!*!!!!!!*!! !!! *! *!!!!! !* ***************!!*!! ! !* ****! !! !******

logo

TANAYQ
S
D
NNFYANQNNNFNGNGTDNANHSAQQAGQNNQNTQRPKQPANNQAKPVAAMQAEPPQMPADNPAFDDEDIPF

NTDB id 1077256 ACJRPX RS01870 WP 338755344.1 TANAYQNNFN.NNNFNNTDNHSAQQAGQNNQNQPKPNNAVAM....QPAPADEDIPF 212
NTDB id 1390 A4U84 RS00055 WP 021115958.1 .....SDNYAQNNNFNGGNA...........TRPQPAQKPAAQAEPPMDNFDDDIPF 180
consensus ***** !* *!!!!! *********** ! ! * *! ****** * !*!!!!
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