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NTDB id 1111 NGFG RS09220 WP 003689814.1 .....MSDLSVLSPFAVPLAAVLGLLVGSFLNVVIYRVPVMMERGWTVFAKEHLNL............PLTDDESRTFNL 63
NTDB id 1403 DSB67 RS12675 WP 010643256.1 .....MEVFQYYPWLFVVFATIFGLIVGSFLNVVIYRLPKIMELEWRRECAESFPE............YKIEPPKETLTL 63
NTDB id 1170 A1552VC RS11080 WP 000418747.1 .....MELFYFYPWLFPVLATLFGLIVGSFLNVVIYRLPKIMEREWRAECAASFPE............YGITPPEGKLTL 63
NTDB id 1077255 ACJRPX RS01200 WP 205760089.1 MFIEPLQQLQQNLWLALTVFAVLGLCVGSFLNVVIHRMPLMMRYEWRHEIAEFLSYQEDIDEPVKMSVSQAVAKDTRMTL 80
NTDB id 1061 ABD1 RS18470 WP 001152280.1 .MQDIIAYFIQNLTALYIAVALVSLCIGSFLNVVIYRTPKMMEQDWQQECQMLLNP............EQPIIDHERLTL 67
NTDB id 1080 FDQ49 RS18305 WP 022575844.1 .MQDIIAYFIQNLTALYIAVALVSLCIGSFLNVVIYRTPRMMEQDWQQECQMLLNP............EQPIIDHEKLTL 67
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NTDB id 1111 NGFG RS09220 WP 003689814.1 MKPDSCCPKCRVPIRAWQNIPIVSYLLLRGKCASCQTKISIRYPLIELLTGVLFGLVAWQYGWSWITLGGLILTAFLISL 143
NTDB id 1403 DSB67 RS12675 WP 010643256.1 SVPRSSCQQCGTQIRIRDNIPVISWLLLRGKCHNCQAPINARYPLIELLTAFCSGFIAFHFGFSYFTVALVFFTFVLIAA 143
NTDB id 1170 A1552VC RS11080 WP 000418747.1 SLPRSTCPHCQTPIRVIDNIPLLSWLALRGQCSHCKAPISARYPLIELLTALMSLVIATHFPFGVFAVALLFFSYVLIAA 143
NTDB id 1077255 ACJRPX RS01200 WP 205760089.1 SLPASRCPHCEHRIRWYENIPVISWLMLRGKCGDCHAPISIRYPLVEIITAVLSVLVIHQFGVSIQGICALMFVWILIAL 160
NTDB id 1061 ABD1 RS18470 WP 001152280.1 NKPASSCPACQQPIRWYQNIPVISWLVLRGKCGHCQHPISIRYPAIELLTMLCSLVVVMVFGPTIQMLFGLVLTWVLIAL 147
NTDB id 1080 FDQ49 RS18305 WP 022575844.1 SKPASSCPACHQPIRWYQNIPLISWLVLRGKCGHCQHPISIRYPAIELLTMLCSLVVVMVFGPTIQMLFGLVLTWVLIAL 147
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NTDB id 1111 NGFG RS09220 WP 003689814.1 TFIDADTQYLPDSMTLPLIWLGLIFNLDGGF.VPLQSAVLGAVAGYSSLWLLCAVYKLLTGKTGMGNGDFKLIAALGAWL 222
NTDB id 1403 DSB67 RS12675 WP 010643256.1 TFIDLDTMLLPDQLTLPLMWTGIALALAGISPVSLQDSIIGAMAGYLCLWSVYWLFKLLTGKEGMGYGDFKLLAALGAWL 223
NTDB id 1170 A1552VC RS11080 WP 000418747.1 TFIDFDTLLLPDQLTLPLLWGGIALALLGFSPVSLSDAVIGAMAGYLSLWSIYWLFKLLTGKEGMGYGDFKLLAALGAWL 223
NTDB id 1077255 ACJRPX RS01200 WP 205760089.1 TGIDFDTQYLPDRLVYPLMGIGLAVNSFDVF.ASPITAIWGLLFGFLSLWVVAKGFYLIMKKQGMGQGDFKLLAALGAWL 239
NTDB id 1061 ABD1 RS18470 WP 001152280.1 TFIDFDTQLLPDRFTLPLAALGLGINTFNIY.TSPNSAIWGYLIGFLCLWIVYYLFKVITGKEGMGYGDFKLLAALGAWM 226
NTDB id 1080 FDQ49 RS18305 WP 022575844.1 TFIDFDTQLLPDRFTLPLAALGLGINTFNIY.TSPNSAIWGYLIGFLCLWIVYYLFKVITGKEGMGYGDFKLLAALGAWM 226
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NTDB id 1111 NGFG RS09220 WP 003689814.1 GISALPVLIFVSSLIGLVAAIVM....RVAKGRHFAFGPALTVSGWIIFTANDSVWRAVNWWLTHPVR... 286
NTDB id 1403 DSB67 RS12675 WP 010643256.1 GWQSLPMIILLSSVVGVIFGLIQLRLQKQGIEKAFPFGPYLAIAGWVSLIWGHQI...LNWYFTSILGV.. 289
NTDB id 1170 A1552VC RS11080 WP 000418747.1 GWQQLPVIVLLSSVVGVIFGLIQLRQQKKGIDMAFPFGPYLAIAGWFALLWGDKV...IDWYFTTWVGQPL 291
NTDB id 1077255 ACJRPX RS01200 WP 205760089.1 GVSMLPFIIFTSALLGSMIGLVLMKVH..GESRPFAFGPYLAMAGILALLFGNDI...LNWYLSLYA.... 301
NTDB id 1061 ABD1 RS18470 WP 001152280.1 GPLMLPLIVLLSSLLGAIIGIILLKLR..NDNQPFAFGPYIAIAGWVAFLWGDQI...MKIYLGG...... 286
NTDB id 1080 FDQ49 RS18305 WP 022575844.1 GPLMLPLIVLLSSLLGAIIGIILLKLR..NDNQPFAFGPYIAIAGWVAFLWGDQI...MKIYLGG...... 286
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