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NTDB id 1203 PSJM300 01605 AFN76401.1 76
NTDB id 1177 A1552VC RS01165 WP 000422572.1 .. T4
NTDB id 1307 DR RS10055 WP 010888596.1 MTSGI G 80
NTDB id 1086 NMV RS00245 WP 002218487.1 .. PMIRV H P 76
NTDB id 1116 NGFG RS10615 WP 003690200.1 e SJPMIRV}iEIG P 76
NTDB id 1077133 ACJDOW RS12835 WP 010450347.1 e PPM R DG IMNDIAQRS H 76
NTDB id 1185 GTF74 RS11940 WP 000350195.1 e PPM R DG IMNDIAQRH] P 76
NTDB id 1176 A1552VC RS01160 WP 000350195.1 e PPM R DG IMNDINQRS YEE)S P 76
NTDB id 1283 ACE17W RS02630 WP 010947729.1 e PPMIRVDG Y IMND A 76
NTDB id 1259 GC0O85 RS10305 WP 010947729.1 e PPMIRVDG Y IMND A 76
NTDB id 1202 PSJM300 01600 AFN76400.1 e [MASDLHLS G PPMIRVDG Y IMND P 76
NTDB id 1194 PAKAF RS01995 WP 003084552.1 e [MASDLHLSAG PPMIRVDG Y IMND P 76
NTDB id 1020 ACIAD RS04210 WP 011182164.1 e IMASDLHLSAG PPMIRVDG Y IMND P 76
NTDB id 1060 ABD1 RS04380 WP 000355489.1 e [MASDLHLSAG PPMIRVDG Y IMND P 76
NTDB id 1040 HON27 RS13360 WP 000355489.1 e [MASDLHLSAG PPMIRVDG Y IMND P 76
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 NNV DI TELLAFSVK [ASDLHLSAG PPMIRVDG Y IMND P 76
consensus dok ok okok oF | ook ok ok ok N 1ok ok ok ok ok ok ok ok | okok kokokokok ok ok sk ok okokokokokokokok | sk okokokokokokokok ok ok | ok | *

. RN, RcAGAVERT ST Bkt e RV T s

NVA F.Mgw LTE| P k 5 gElA@EE R vi VB

NTDB id 1203 PSJM300 01605 AFN76401.1 156
NTDB id 1177 A1552VC RS01165 WP 000422572.1 SEANAYUSINAFRREL PR TIRINEMR, TE LILPIX 1Rl ApWSMRGLVLVWGINTGSGKSTT AAMNeYRIN[A):l ENGH T L. 154
NTDB id 1307 DR RS10055 WP 010888596.1 l GLP[AER'AI T ANAPRGLVLVTGPTGSGKSTTLA M DIN KL)sERS 160
NTDB id 1086 NMV RS00245 WP 002218487.1 156
NTDB id 1116 NGFG RS10615 WP 003690200.1 156
NTDB id 1077133 ACJDOW RS12835 WP 010450347.1 156
NTDB id 1185 GTF74 RS11940 WP 000350195.1 156
NTDB id 1176 A1552VC RS01160 WP 000350195.1 156
NTDB id 1283 ACE17W RS02630 WP 010947729.1 E ARGLVLVTGPTGSGKSTTLAA 156
NTDB id 1259 GC0O85 RS10305 WP 010947729.1 I A RGLVLVTGPTGSGKSTTLAAY 156
NTDB id 1202 PSJM300 01600 AFN76400.1 ISTIMMNIPRGLVLVTGPTGSGKSTTLAAM 156
NTDB id 1194 PAKAF RS01995 WP 003084552.1 R DNJPRGLVLVTGPTGSGKSTTLAAM 156
NTDB id 1020 ACIAD RS04210 WP 011182164.1 DT MNPRGLVLVTGPTGSGKSTTLAAM 156
NTDB id 1060 ABD1 RS04380 WP 000355489.1 DT[N PRG VLVTGPTGSGKSTTLAAM 156
NTDB id 1040 HON27 RS13360 WP 000355489.1 DIT[MNPRG VLVTGPTGSGKSTTLAAM 156
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 E LGLENIF NI[@pNPRG VLVTGPTGSGKSTTLAAM 156
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