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NGQMNYVTEVLVTGFQLLESRAQRAMRENNA ............................................
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BNGQMNYVTEVLVTGFQLLE SR A QR AM R E N N /A |
ANGQMNYVTEVLVTGFQLLESRAQR AMR E N N A |
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I\ ‘EpJEN GHeAYY VT EV ADNFSLLEK DSQQSSPEBQT. . . . . . . e PDPFSSKGKQNK
NES2N QEIEAIR VAR AARTD N3 SIBNHFIT T TE QR GBBASQNFNSNQSNGSQQ. . . . . . . SGFTSPQQTGNAPAANNTQADP
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