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NTDB id 1390 A4U84 RS00055 WP 021115958.1 MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYVEG 80
NTDB id 583 DLJ51 RS09560 WP 002962590.1 ..MYNKVILIGRLTAAPEMVKTPSNKSVTHITLAVNRRFKTQD.GE..RQADFVNVVFWGKLAESLVSYAGKGSLVSLDG 75
NTDB id 498 SM12261 RS01980 WP 000282464.1 ..MYNKVIMIGRLTSTPELHKTNNDKSVARATIAVNRRYKDQN.GE..READFVNMVLWGKLAESLASYATKGSLISVDG 75
NTDB id 158 SP RS09595 WP 000282442.1 ..MYNKVILIGRLTSTPELHKTNNDKSVARATIAVNRRYKDQN.GE..READFVNMVLWGRLAETLASYATKGSLISVDG 75
NTDB id 1077026 ACI3ES RS08245 WP 114667516.1 ..MINRVVLIGRLTKDVEVRYTQSGVAVGTLSLAVNRPFTNAS.GE..READFINGVIWRKAAENFANFTHKGALVAIEG 75
NTDB id 624 LCA RS00040 WP 011373726.1 ..MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNAN.GD..READFINCVIWRKSAENFANFTKKGSLVGVDG 75
NTDB id 113 BSU 40900 NP 391970.1 ..MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQS.GE..READFINCVTWRRQAENVANFLKKGSLAGVDG 75
NTDB id 112 BSU 36310 NP 391512.2 ..MFNQVMLVGRLTKDPDLRYTSAGAAVAHVTLAVNRSFKNAS.GE..IEADYVNCTLWRKTAENTALYCQKGSLVGVSG 75
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NTDB id 1390 A4U84 RS00055 WP 021115958.1 KLKTRKWQDQNGQDRYTTEIQGDVLQMLDSRSSGGDFGGNQGSG.WNQAPAQTNYNQGGYSDNYAQNNNFNGGNATRPQP 159
NTDB id 583 DLJ51 RS09560 WP 002962590.1 EIRTRHYEK.DGQTHYVTEILAQSFQLLESRAQRALRENNGAS..................................... 117
NTDB id 498 SM12261 RS01980 WP 000282464.1 ELRTRRFEK.NGQMNYVTEVLVTGFQLLESRAQRAMRENNAGQ..................................... 117
NTDB id 158 SP RS09595 WP 000282442.1 ELRTRRFEK.NGQMNYVTEVLVTGFQLLESRAQRAMRENNAGQ..................................... 117
NTDB id 1077026 ACI3ES RS08245 WP 114667516.1 RLQTRNYEDGNGKRVYVTEVVADNFSLLEKKSDGQQSAPK..................................SQAPDP 121
NTDB id 624 LCA RS00040 WP 011373726.1 RLQTRNYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNSNQS....NGSQQ.......SGFTSPQQTGNAP 144
NTDB id 113 BSU 40900 NP 391970.1 RLQTRNYENQQGQRVFVTEVQAESVQFLEPKNGGGSGSGG.....YNEGNS....GGGQYFGGGQNDNPFGGNQNNQRRN 146
NTDB id 112 BSU 36310 NP 391512.2 RIQTRSYENEEGVNVYVTEVLADTVRFMDPKPREKAAD.......................................... 113
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NTDB id 1390 A4U84 RS00055 WP 021115958.1 A.....QKP.AAQAEPPMDNFDDDIPF 180
NTDB id 583 DLJ51 RS09560 WP 002962590.1 .............DLTDLVLEEEELPF 131
NTDB id 498 SM12261 RS01980 WP 000282464.1 .............DLADLVLEEEELPF 131
NTDB id 158 SP RS09595 WP 000282442.1 .............DLADLVLEEEELPF 131
NTDB id 1077026 ACI3ES RS08245 WP 114667516.1 FANQGNQNKFAGSGNTEIDISDDDLPF 148
NTDB id 624 LCA RS00040 WP 011373726.1 AANNTQADPFAN.NGQAIDISDDDLPF 170
NTDB id 113 BSU 40900 NP 391970.1 QGNSFNDDPFAN.DGKPIDISDDDLPF 172
NTDB id 112 BSU 36310 NP 391512.2 ........................... 113
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