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NTDB id 1077016 ACI3ES RS02285 WP 114666389.1 FDQDTTNPKYAAYNAQVQSLYAELSAATSFFQPEVLAIPDATLTQYLA.AEGLAKYQHFFDVLLAQKPHTLPADQEALLA 159
NTDB id 480 HSISS4 RS02090 WP 002890133.1 NDQDTTVGLYQEYQAKASNLYSQLSEAFAYFEPEFMALDDKKLAEFKEQEPGLGLYDHYFERLLANKDHVLSQEAEELLA 158
consensus !!!!! * ! !*! !! !! ! *! !! *!**! ! * * *!!* ! !*!* !!!*!*! !* * ! !!!

logo

A
GAGSDI FGNAGPSETDQTFGNAVLDNASDI LTFGPNWVHSDTEGQTGDEVVEPLTHNGLNFYI

S
L
TLLMESKQDNRDI

LRKQEGAFYETATLMYDGSTYEIGQFLQHNTFYAQSTLQSAGHVVK
NTDB id 1077016 ACI3ES RS02285 WP 114666389.1 GASDIFGASEQTFGALDNSDITFGNVHTETGEVVPLTNGLYSLLLESQNRDLRQEAFTTLYDSYIGLQNTFASTLSAHVK 239
NTDB id 480 HSISS4 RS02090 WP 002890133.1 AAGDIFNGPTDTFNVLDNADILFPWVSDGQGDVVELTHGNFITLMESKDRDIRKGAYEAMYGTYEQFQHTYAQTLQGVVK 238
consensus *! !!! ** !! !!! !! !* !* !*!!*!!*! * !*!! !!*! !* *! *! !*!*! !! **!!

logo

G
VHNFYLQAKTVRHYDNSARHQAALVASAGNFNIPESVFYDQSTLLTETSTVDNEKHNLPLLHRFYLVADLRKKI

VLGLVDEDELVHKMSYDLVYTVPLSVDEETID
E
F
T
A
D
L
VTYEEK
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NTDB id 1077016 ACI3ES RS02285 WP 114666389.1 AQQIVLSALAPLGADYVAIVQKAFDERWIDVVENKGKRTGAYSSGAYDTKPFILLNWQNNLNNVYTLAHEMGHSVHSYLT 399
NTDB id 480 HSISS4 RS02090 WP 002890133.1 SLKKAEEVLAIFGEEYSKGVHAAFTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHSLHSTFT 397
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NTDB id 1077016 ACI3ES RS02285 WP 114666389.1 YALNIIQKAGVDMSQSGYLKQAFEVFEARLSELETLLSK..... 596
NTDB id 480 HSISS4 RS02090 WP 002890133.1 YPLEVIKKAGVDMTNTDYLDAAFKVFEDRLVELEALVEKGVHLS 601
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