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NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
NTDB id 1077009 ACI3ES RS00410 WP 004911137.1 MINRVVLIGRLTRDVELRYTQSGVAVGTFSLAVNRQFTNASGEREADFINAVIWRKAAENFANFTGKGALVAIEGRLQTR 80
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
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logo NYENNQAQGQRVFYVTEVQVVAEDSNVFQSFLLEPSKRANTEGTGSTGEKQSGRQRSAGDGQGNYAGNESGQSNFSGNAGSNGSQYFNSGGNGQSQNQDHNSGPSFTGGNDQNNSFSGVDPFAQRSAPRQNQGTSAGNKNAS
NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGGGSGSGGYNEGNSGGGQYFGGGQNDNPFGGNQNN.......QRRN....... 146
NTDB id 1077009 ACI3ES RS00410 WP 004911137.1 NYENNAGQRVYVTEVVADNFSLLESRAESEKRRAQNGSSNSNAGSYN.NGSNDHSFGGNDNSFSGVDPFASANQGSANKS 159
NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNSNQ.S.NGSQQSGFT.............SPQQT..GNA 143
consensus !!!!**!!!!*!!!!*******!!** ** * * ** !****** *!*** !*** * * **
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NTDB id 113 BSU 40900 NP 391970.1 .QGNSFNDDPFAND.GKPIDISDDDLPF 172
NTDB id 1077009 ACI3ES RS00410 WP 004911137.1 ATSENDAPNPFAASGNTEIDISDDDLPF 187
NTDB id 624 LCA RS00040 WP 011373726.1 PAANNTQADPFANN.GQAIDISDDDLPF 170
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X ≥ 50% conserved


