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NTDB id 1313 DR RS12030 WP 010888966.1 .. .MSKD.ATKEISAPTDAK|EE S|\;SNE T/:94 S QRN AN (ESHRIINNE A E .
NTDB id 1245 Cj1673c YP 002345041.1 ... ... ... . . ... KFGKG TIMRLG
NTDB id 1211 C694 RS00795 WP 000963128.1 ............... MAIDE WRLG
NTDB id 1214 NCTC11637 00359 SQJ03206.1  ............... MAIDE VRLG
NTDB id 600 KW2 RS01765 WP 011675413.1 . .MATKKKTNFDDITKKYGA MRLG

NTDB id 269 KZH43 RS08665 WP 001085462.1 .. .MAKKPKKLEEISKKFGA IMRLG
NTDB id 228 SPD RS09265 WP 001085462.1 .. .MAKKPKKLEEISKKFGA IMRLG
NTDB id 194 SPR RS08825 WP 001085462.1 .. .MAKKPKKLEEISKKFGA IMRLG
NTDB id 159 SP RS09750 WP 001085462.1 .. .MAKKPKKLEEISKKFGA IMRLG
NTDB id 527 SMSK321 RS11065 WP 001085454.1 .. .MAKKPKKLDEISKKFGA IMRLG
NTDB id 499 SM12261 RS08315 WP 078228268.1 .. .MAKKPKKLDEISKKFGA IMRLG
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NTDB id 453 Spy49 1753c ACI62003.1 .. .MAKKLKKNEEITKKFGD i\ MRLG

NTDB id 408 SMU RS09530 WP 002262392.1 .. .MAKRIKKTEEITKKFGD ANBUSANE

NTDB id 1076914 ACH36K RS08800 WP 4111705655.1 .............. MGNIDI IM LG G[ELBJLD
NTDB id 115 BSU 16940 NP 389576.2 ... ... . ... IM LG

NTDB id 625 LCA RS02525 WP 011374196.1 ... ... ..... MAKD IMR G GSL ALGEGGMP GRI
NTDB id 1334 RAOC RS04870 WP 004918236.1 ......... MAKTETTSPND GSL
NTDB id 1389 A4U84 RS07560 WP 021112712.1 MAENKKSSKNNTVVKQVEPEQ IEKWNFGKG IM GSL
NTDB id 1130 NGFG RS03960 WP 003688695.1 ................. IEKNFGKGI\IM GSL
NTDB id 1124 NGFG RS03960 WP 003688695.1 ................. TEKSFGKGEIM GSL
NTDB id 1123 OK783 RS03845 WP 003688695.1 ................. IEKNFGKGE\IM GSL
NTDB id 1427 RS RS02760 WP 011000510.1 MEDG........ KKAASMSA IEK[NFGKG IM GSL
NTDB id 1165 A1552VC RS01565 WP 000344154.1  ................. IEKWNFGKG IMRLG

NTDB id 1142 GTF74 RS11550 WP 000344154.1 ................. IEKWNFGKG IMRLG

NTDB id 1205 PSJM300 05545 AFN77183.1 ... . ... ... IEK@NFGKGHA MR G

NTDB id 1074 ABD1 RS10195 WP 000344167.1 .......... . . .....
NTDB id 1022 ACIAD RS06390 WP 004925639.1 .................
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NTDB id 1313 DR RS12030 WP 010888966.1 AQKGGAFIDAEHALDPYALGVNDELL SQPDNGEQR 155
NTDB id 1245 Cj1673c YP 002345041.1 AINGOKINGGUAGAF IDAEHALDYAYY AL G VNEND L SQPDIRIGEQR RSGAVD 142
NTDB id 1211 C694 RS00795 WP 000963128.1 AINEOKINGGUAMAF IDAEHALD\ Y AIQML.GV Iy NNLL SQPD GEQ WRSG D 144
NTDB id 1214 NCTC11637 00359 SQJ03206.1 AINMQOKINGGUAMAF IDAEHALD\ Y AIQML.GV gy NLL SQPD GEQ RSG D 144
NTDB id 600 KW2 RS01765 WP 011675413.1 AQKGGAFIDAEALDPYALGVN DELL SQPDGEQ WSGAVD 157
NTDB id 269 KZH43 RS08665 WP 001085462.1 AMPEN\QKINGGIWNAF IDAEHALDPI\YAIWNLGVN DELL SQPD GEQ BSGAVD 156
NTDB id 228 SPD RS09265 WP 001085462.1 AMPAQKINGGINAAF IDAEHALDPIN\YARWALGVN DELL SQPD GEQ BSGAVD 156
NTDB id 194 SPR RS08825 WP 001085462.1 AMPNQKINGGIWNAFIDAEHALDPI\YAIWNLGVN DELL SQPD GEQ BSGAVD 156
NTDB id 159 SP RS09750 WP 001085462.1 AMFNQKINGGIWNAF IDAEHALDPIA\YAIWNLGVN DELL SQPD GEQ BSGAVD 156
NTDB id 527 SMSK321 RS11065 WP 001085454 .1 AMINQKINGGIWNAFIDAEHALDPI\YAIWNLGVN DELL SQPD GEQ BSGAVD 156
NTDB id 499 SM12261 RS08315 WP 078228268.1 AMFEN\QKINGGIWNAF IDAEHALDPI\YAIWNLGVN DELL SQPD GEQ BSGAVD 156
NTDB id 453 Spy49 1753¢c ACI62003.1 AMENQKINGGINAAF IDAEHALDPINYAIWALGVN DELL QPD GEQ BSGAVD 156
NTDB id 408 SMU RS09530 WP 002262392.1 AMFN\QKBGGIWNAFIDAEHALDPIA\YAIWNLGVN DELL SQPD GEQ BSGAVD 156
NTDB id 1076914 ACH36K RS08800 WP 411170555.1 IR4erzaNctiel g l l SQPD GEQ RSGA D 145
NTDB id 115 BSU 16940 NP 389576.2 YGPESSGKTT SQPD GEQ RSGAVD 141
NTDB id 625 LCA RS02525 WP 011374196.1 l SQPD GEQ SGAVD 143
NTDB id 1334 RAOC RS04870 WP 004918236.1 F SQPDNGEQR RSG VD 151
NTDB id 1389 A4U84 RS07560 WP 021112712.1 l SQPDNGEQR RSGAVD 159
NTDB id 1130 NGFG RS03960 WP 003688695.1 VAGAF DAEHAIRDPMY AIRYL G VI ELM SQPD GEQ RSG D 143
NTDB id 1124 NGFG RS03960 WP 003688695.1 VAGAF DAEHAIIDPWY AINYL G VI ELM SQPD GEQ RSG D 143
NTDB id 1123 0K783 RS03845 WP 003688695.1 I GPESSGKTT VAGAF DAEHAIRDPMIY AIRRYL G VI ELM SQPD GEQ RSG D 143
NTDB id 1427 RS RS02760 WP 011000510.1 IYGPESSGKTT INMAFTDAEHALDUMRY ADYAL. G VIS E LL SQPD GEQ RSG VD 151
NTDB id 1165 A1552VC RS01565 WP 000344154.1 I GPESSGKTT KENSAFIDAEHALDPYYAJQSLGVN DELL SQPD GEQ RSGAVD 142
NTDB id 1142 GTF74 RS11550 WP 000344154.1 I GPESSGKTT IMNMAFTDAEHALDPYYAISML.GVN DELL SQPD GEQ 142
NTDB id 1205 PSJM300 05545 AFN77183.1 TIYGPESSGKTT RENMAF DAEHALDPRYA[MMLGVN D LL SQPD GEQ N 142
NTDB id 1074 ABD1 RS10195 WP 000344167.1 TYGPESSGKTT INMAFIDAEHALDP[RY AIRNL GV DNILL SQPDIIGEQ 142
NTDB id 1022 ACIAD RS06390 WP 004925639.1 TIYGPESSGKTT Q INMAFIDAEHALDP[RY AIRNL.GV DNJLL SQPDBIGEQ 142
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NTDB id 1313 DR RS12030 WP 010888966.1 GDMGDSI|REGLQAR IBS 234
NTDB id 1245 Cj1673C YP 002345041.1 GDMGD[MHVGLQAR TNMH 222
NTDB id 1211 C694 RS00795 WP 000963128.1 GDMGD[HVGLQAR VIH 224
NTDB id 1214 NCTC11637 00359 SQJ03206.1 GDMGD[MHVGLQAR VIllH 224
NTDB id 600 KW2 RS01765 WP 011675413.1 G GDSVGLQAR . 236
NTDB id 269 KZH43 RS08665 WP 001085462.1 GDIGDSHVGLQAR . 235
NTDB id 228 SPD RS09265 WP 001085462.1 GDIMGDSHVGLQAR . 235
NTDB id 194 SPR RS08825 WP 001085462.1 GDIGDSHVGLQAR . 235
NTDB id 159 SP RS09750 WP 001085462.1 GDMGDSHVGLQAR . 235
NTDB id 527 SMSK321 RS11065 WP 001085454.1 GDIMGDSHVGLQAR . 235
NTDB id 499 SM12261 RS08315 WP 078228268.1 GDIGDSHVGLQAR . 235
NTDB id 453 Spy49 1753¢c ACI62003.1 GDIMGDSHVGLQAR . 235
NTDB id 408 SMU RS09530 WP 002262392.1 GDIGDSHVGLQAR . 235
NTDB id 1076914 ACH36K RS08800 WP 411170555.1 G MGDSHVGLQAR . 224
NTDB id 115 BSU 16940 NP 389576.2 GDMGDSHVGLQAR . 220
NTDB id 625 LCA RS02525 WP 011374196.1 G MGD HVGLQAR . 222
NTDB id 1334 RAOC RS04870 WP 004918236.1 GDMGDS GLAR . 230
NTDB id 1389 A4U84 RS07560 WP 021112712.1 GDMGDSH GLQAR . 238
NTDB id 1130 NGFG RS03960 WP 003688695.1 GDMGDSHVGLQAR . 222
NTDB id 1124 NGFG RS03960 WP 003688695.1 GDMGDSHVGLQAR . 222
NTDB id 1123 0K783 RS03845 WP 003688695.1 GDMGDSHVGLQAR . 222
NTDB id 1427 RS RS02760 WP 011000510.1 MGD GLQAR . 230
NTDB id 1165 A1552VC RS01565 WP 000344154.1 MGDSH GLQAR . 221
NTDB id 1142 GTF74 RS11550 WP 000344154.1 MGDSH GLQAR . 221
NTDB id 1205 PSJM300 05545 AFN77183.1 MGD HVGLQAR . 221
NTDB id 1074 ABD1 RS10195 WP 000344167.1 MGDSH GLQAR . 221
NTDB id 1022 ACIAD RS06390 WP 004925639.1 MGDSH GLQAR . 221
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NTDB id 1313 DR RS12030 WP 010888966.1 PTKVGNDA 310
NTDB id 1245 Cj1673c YP 002345041.1 LD R VATLKQNE ..... 297
NTDB id 1211 C694 RS00795 WP 000963128.1 DERRTASLKQNE. . ... MKVVKNKVAPPF 299
NTDB id 1214 NCTC11637 00359 SQJ03206.1 DA TAALKQNE. . . .. MKVVKNKVAPPF 299
NTDB id 600 KW2 RS01765 WP 011675413.1 IIGSTKIEEGS. KVVKNKVAPPF 315

NTDB id 269 KZH43 RS08665 WP 001085462.1
NTDB id 228 SPD RS09265 WP 001085462.1
NTDB id 194 SPR RS08825 WP 001085462.1
NTDB id 159 SP RS09750 WP 001085462.1

NTDB id 527 SMSK321 RS11065 WP 001085454.1
NTDB id 499 SM12261 RS08315 WP 078228268.1
NTDB id 453 Spy49 1753c ACI62003.1

NTDB id 408 SMU RS09530 WP 002262392.1
NTDB id 1076914 ACH36K RS08800 WP 411170555.1
NTDB id 115 BSU 16940 NP 389576.2

NTDB id 625 LCA RS02525 WP 011374196.1
NTDB id 1334 RAOC RS04870 WP 004918236.1
NTDB id 1389 A4U84 RS07560 WP 021112712.1
NTDB id 1130 NGFG RS03960 WP 003688695.1
NTDB id 1124 NGFG RS03960 WP 003688695.1
NTDB id 1123 OK783 RS03845 WP 003688695.1
NTDB id 1427 RS RS02760 WP 011000510.1

IMGNTQIKGTG. KVVKNKVAPPF IMYGEGIS 314
IMGNTQIKGTG. KVVKNKVAPPF IMYGEGIS 314
IMGNTQIKGTG. KVVKNKVAPPF IMYGEGIS 314
IMGNTQIKGTG. KVVKNKVAPPF IMYGEGIS 314
GSTQIKGTG. KVVKNKVAPPF IMYGEGIS 314
IMGSTQIKGTG. KVVKNKVAPPF IMYGEGIS 314
IMGTTQIKGTG. KVVKNKVAPPF IMYGEGIS 314
IMGNTQIKGTG. KVVKNKVAPPF IfHYGEGIS 314
IDSIKQGE. . ... KV KNKVAPPF IMYREGIS 299
AEQLKQGN. . ... KVVKNKVAPPF IMYGEGIS 295
AETIKNGT..... KVVKNKVAPPF IMYG GIS 297
SLSDTGKIKDKSGEYV KVVKNKVAPPF IMYGEG S 310
CGV.. .KDGBEI KVVKNKVAPPF IMYGEGIS 313
TGS.... .KKGEEV KV KNKVAPPF 297
TGS....I.KKGEEV KV KNKVAPPF 297
TGS....I.KKGEEV KV KNKVAPPF 297
IGS....I.KKGBEYV KVVKNKVAPPF 305
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NTDB id 1165 A1552VC RS01565 WP 000344154.1 TGA....I.KEGEEV KVVKNK AﬁPF 296
NTDB id 1142 GTF74 RS11550 WP 000344154.1 .KEG KVVKNK AEPF 296
NTDB id 1205 PSJM300 05545 AFN77183.1 .KEG KVVKNKVAPPF 296
NTDB id 1074 ABD1 RS10195 WP 000344167.1 .KEG KVVKNK APPF 296
NTDB id 1022 ACIAD RS06390 WP 004925639.1 .KEG KVVKNK APPF 296
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