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NTDB id 1076740 ACJA3T RS14695 WP 059575634.1 MFSFFKRFKKTQEPDPAESQSADAQQADEASDADA...PALDAPPAAEPPQASAQPAAP.......AVV..MTVTPTNDG 68
NTDB id 1118 NGFG RS11455 WP 003696286.1 MFSFFRRKKKQETPALEEAQVQETAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVETVSGAVEQVKETVAEMPSEAG 80
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NTDB id 1076740 ACJA3T RS14695 WP 059575634.1 .........RDEVVETVE.....IVPPPQQDASAKKSWLARLKTGLAKTG....SSITGVFVNTKIDEDLYEELETALLM 130
NTDB id 1118 NGFG RS11455 WP 003696286.1 EAAERVESAKEAVAETVGEAVGQVQEAVATTEEHKLGWAARLKQGLAKSRDKMAKSLAGVFGGGQIGEDLYEELETVLIT 160
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NTDB id 1076740 ACJA3T RS14695 WP 059575634.1 SDAGVDATEYLLGALREKVRAGRLTDPQQVKDALHDLLVELLAPLEKSLMLG.RAQPLVMMIAGVNGAGKTTSIGKLAKH 209
NTDB id 1118 NGFG RS11455 WP 003696286.1 GDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIGKLAKY 240
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NTDB id 1076740 ACJA3T RS14695 WP 059575634.1 LQSFDQSVLLAAGDTFRAAAREQLAVWGERNNVTVVQQESGDPAAVIFDAVSAARARKIDVMMADTAGRLPTQLHLMEEL 289
NTDB id 1118 NGFG RS11455 WP 003696286.1 FQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTGDSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLHLMEEI 320
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NTDB id 1076740 ACJA3T RS14695 WP 059575634.1 KKVKRVIAKAHDGAPHEVLLVIDANTGQNALTQVKAFDDALGLTGLIVTKLDGTAKGGILAAIARQRPVPVYFIGVGEKV 369
NTDB id 1118 NGFG RS11455 WP 003696286.1 KKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVPVRYIGVGEGI 400
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NTDB id 1076740 ACJA3T RS14695 WP 059575634.1 EDLQPFSAVEFADALLG 386
NTDB id 1118 NGFG RS11455 WP 003696286.1 DDLRPFDARAFVDALLD 417
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