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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 107673 ACE1SE RS15370 WP 374051608.1 MASRGINKVILVGNLGQDPEVRYMPNGGAVTNITLATSESWRDKQTGEMREKTEWHRVVFFGKLAEVAGEYLRKGSQVYI 80
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIV....ANEMKMLGGRNENSGGAPYEE...........GYGQSQEAYQRPAQQSRQPAS 141
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIV....ANEMKMLGGRNENSGGAPYDE...........GYGQSQEAYQRPAQQSRQPAP 141
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQ....GDVLQMLDSRSSGG.DFGGNQGSGWNQAPAQTNYNQG..GYSDNYAQNNNFNG 151
NTDB id 107673 ACE1SE RS15370 WP 374051608.1 EGSLQTRKWQDQNGQDRYTTEVVVNPIGGVMQMLGSRSGA...........AQDAPAQGGWGQP.....QQPQASQQFSG 144
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQG.GMPAQGG..MNVPAQQGSWGQP.....QQPAKQHQP.. 150
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NTDB id 1103 NMB RS07590 WP 002212976.1 DAPSHPQEAPAAPRRQPV.PAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 DAPSHPQEAPAAPRRQPV.PAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 GNATRPQ.....PAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 107673 ACE1SE RS15370 WP 374051608.1 GAPSR.......PAQSPMPQSNEPPMDFDDDIPF 171
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MQQSA.......PQQYSQPQYNEPPMDFDDDIPF 177
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