logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id

1383 A4U84 RS08530 WP 005711781.1
1076652 ACI6TB RS00710 WP 136121890.1
1365 NTHI RS01955 WP 011271973.1

1354 HI 0299 AAC21963.1

1400 DSB67 RS12660 WP 010643261.1

1424 RS RS02795 WP 011000517.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id

1383 A4U84 RS08530 WP 005711781.1
1076652 ACI6TB RS00710 WP 136121890.1
1365 NTHI RS01955 WP 011271973.1

1354 HI 0299 AAC21963.1

1400 DSB67 RS12660 WP 010643261.1

1424 RS RS02795 WP 011000517.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id

1383 A4U84 RS08530 WP 005711781.1
1076652 ACI6TB RS00710 WP 136121890.1
1365 NTHI RS01955 WP 011271973.1

1354 HI 0299 AAC21963.1

1400 DSB67 RS12660 WP 010643261.1

1424 RS RS02795 WP 011000517.1

consensus

o g0 LI VALY

MK IRLIRP INK FTLIELMIVIAITAILATIAIPSYRSIYT[NKAA
MKISR @] |SKGEFTLIELMIVIATI AILATIAIPSYQMYTKKAA
MK| NN |SKGFTLIELMIVIATITAILATIAIPSYQIYTKKAA
MK| N ANEY |[SKGETLIELMIVIATITATILATIAIPSYQWYTKKAA E L{NASAIFYKA VELC YRENSUN T
.. .MKTNKQKKQQ[E)e MR ua AN S SaCa s o A RSN DVEN OO\ TMAINF PK TS STIAL A\RARGAHEHAADA . . . . GAFK
MKSMRHLNKR.QKGFTLIELMIV RGBS Y\ A e e D@ v RYAR M Gl S LIAQ AL SENAANAQSDLSVGSSVFT

.

E'LHASANIYK " VE 'C ' YIUAEI0)\q Guu I
E LINASAJZY A VELC YURioy. S P
E LINASAJZYKA VELC YSHSU N, T

i

......... Pl Plskor Dokokok Dok skokok skokokok | oskoskoskokok

. Tgs W Tl Y@ gAg Ve & S

Té NRT N AQ%NgXNé I AI| N é S VNA QDE :METAA L A AN AAEAQM&
E[®S S[EKIWEMRINDKSDVPDAKYRKE] SVASGVITV ..... KENEDGY . . . .. TMTPKF .JANN SEQGADIS
IIN@ONACTINERIQMATINT . . PKGKMKEMSVQGEANNRAY . . . . . TGNGNLKD ..... T TIRTPTGDJAST ANCNN KAD
INETGEKIENIAINDITT . . AKGYMKEMTTSN{EANSRAY . . . . . KGDGTLAN ..... QATGNNAT T®KGTDAS
IWSEOTGEKIENIANNDIKT . . AKGYMASMITQS[EGNNRAY . . . . . KGNGTLAN ..... QAKGNIYAA T®KGTDAS

TKCHQTANGIPAAFTLNN LTVTPBAGAAS[EENESSTVNAANDKEPBKQONE . T.ATYJ\SN E@®KDA .
........... KNVAN.LTI. AGTGTVPGQITVTYTTAA.GGTLAL.PTAAGTA PV SSAPSGP M CYAQNKAQA

EE 1%

LSSVE s TNRYQ KYAwAEA%NS

LT P [ ININGGQKATP . 154
N, . .. ... ... AGFCSSTSTNSP 152
n. . .3y, ... ... HINIZ®GSVTQ . 149
m. . .19y, ...... LININEGSVTK . 149
........ TNAVQTS CP....... 154
SSVAESGTMSLA.K APAECR. 168

X non conserved
B similar
>507% conserved

141
137
137
137
144
146



