
logo MRLSNHGVHFMKNKSHRMRKQSAFTLVEVL I SMVIVMGI LVS IAYPSYLQYIQKSRRADAHATLTQDQI I LERCYSQNFSYAAACGA
NTDB id 1075802 ACJEHG RS06395 WP 027266708.1 MRSNGHFMKNKHMRQSAFTLVEVLISMVIVGILVSIAYPSYLQYIQKSRRADAHATLTQDQIILERCYSQNFSYAAACGA 80
NTDB id 1273 LPP RS03425 WP 010946364.1 MLSHVHFMKNSRMKQSAFTLVEVLISMVIMGILVSIAYPSYLQYIQKSRRADAHATLTQDQIILERCYSQNFSYAAACGA 80
NTDB id 1260 GCO85 RS03355 WP 010946364.1 MLSHVHFMKNSRMKQSAFTLVEVLISMVIMGILVSIAYPSYLQYIQKSRRADAHATLTQDQIILERCYSQNFSYAAACGA 80
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logo LPAFPQTTPNGYYTINI SNLTATTYTLTATPVGTQAKDTECASMS INQANVKTAVDSSANAQPECWNPG
NTDB id 1075802 ACJEHG RS06395 WP 027266708.1 LPAFPQTTPNGYYTINISNLTATTYTLTATPVGTQAKDTECASMSINQANVKTAVDSSANAQPECWNPG 149
NTDB id 1273 LPP RS03425 WP 010946364.1 LPAFPQTTPNGYYTINISNLTATTYTLTATPVGTQAKDTECASMSINQANVKTAVDSSANAQPECWNPG 149
NTDB id 1260 GCO85 RS03355 WP 010946364.1 LPAFPQTTPNGYYTINISNLTATTYTLTATPVGTQAKDTECASMSINQANVKTAVDSSANAQPECWNPG 149
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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