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NTDB id 1074858 ACI1SY RS02375 WP 019292045.1 MAKKRDEIAENLTWDLSTVFENDAAWELELKRVSERLGTVKHYEGHLLDSAQSLLEITEIELEISRAVEKVYVYASMKHD 80
NTDB id 480 HSISS4 RS02090 WP 002890133.1 MSDNRTHLEEKYTWDLTTIFATDADWETEYESTVQDLKKASAYAGHLLDSAKNLLGATELYMSLMRRLEKIYVYASMKND 80
consensus ! ! ** ! !!!!*!*! !! !! ! ! *! !!!!!!! !! !!* * * ! *!!*!!!!!!!*!

logo QDTQTVGSLRYQEYEQAKASTNLYASKQLGSEATFAFYFYEPEFLMALDTDPEKKRLYAESFKREREQEPGKLEGLQYDSHMYFDERLFLAKNKDEHI
VLSPQEKAEEEKLLAASA

NTDB id 1074858 ACI1SY RS02375 WP 019292045.1 QDTQVSRYQEYEAKATNLYAKLGETFAFYEPEFLALTPERYASFRREEPKLEQYSHMFDRLFAKKEHILSPKEEKLLASA 160
NTDB id 480 HSISS4 RS02090 WP 002890133.1 QDTTVGLYQEYQAKASNLYSQLSEAFAYFEPEFMALDDKKLAEFKEQEPGLGLYDHYFERLLANKDHVLSQEAEELLAAA 160
consensus !!! ! !!!! !!!*!!! ! ! !!**!!!!*!! * * ! !* !! ! ! ! !*!! ! !*!*!!* ! !!! !
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VRKAGAYEQALMYGSNTYEQFYQHTYAKQTLQGTNVVKVH
NTDB id 1074858 ACI1SY RS02375 WP 019292045.1 SEIFGAAAETFEIFDNADIELPMIKDEKGQEVQLTHGNYISLMESKERQVRKAAYQALYSNYEQYQHTYAKTLQTNVKVH 240
NTDB id 480 HSISS4 RS02090 WP 002890133.1 GDIFNGPTDTFNVLDNADILFPWVSDGQGDVVELTHGNFITLMESKDRDIRKGAYEAMYGTYEQFQHTYAQTLQGVVKVH 240
consensus *!! ** *!! * !!!!! ! * ! ! ! !!!!!*!*!!!!!*! *!!*!! !*! !!!*!!!!! !!! !!!!

logo NFYKQAKMVRGHYHNSARHQAALASASNF IPEESVYDKSLLESVNKHYLHPLLHRYI
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VLGLDENDELKMYDVYTPLSDELTDETYAKFLNTYESEASLV
NTDB id 1074858 ACI1SY RS02375 WP 019292045.1 NFKAKMRGYHSARQAALSSNFIPEEVYDKLLESVNKYLHLLHRYIKLREQILGLENDLKMYDVYTPLSDLDYKFNYSEAV 320
NTDB id 480 HSISS4 RS02090 WP 002890133.1 NYQAKVRHYNSARHAALAANFIPESVYDSLLESVNKHLPLLHRYLDLRKKVLGLD.ELKMYDVYTPLSETETALTYEESL 319
consensus !* !!*!*!*!!!*!!! !!!!! !!! !!!!!!!*! !!!!!* !! *!!!***!!!!!!!!!!!* * ! ! *
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NTDB id 1074858 ACI1SY RS02375 WP 019292045.1 EKAEEVLQIFGPEYANHVKKAFEERWIDVAENSGKRSGAYSGGCYDTNAFMLLNWQETLDDLFTLVHEMGHSMHSTFTRE 400
NTDB id 480 HSISS4 RS02090 WP 002890133.1 KKAEEVLAIFGEEYSKGVHAAFTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHSLHSTFTRQ 399
consensus !!!!!! !!!*!! *!* !! !!!!!!**! !!!!!!!!!!*!!!!!!!!!!!!*!!! !!!!!!! !!!*!!!!!!
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NTDB id 1074858 ACI1SY RS02375 WP 019292045.1 NQPYVYGDYPIFLAEIASTTNENILTESLLAESTDEKVRFAILYHWLDGFRGTVFRQSQFAEFEHEIHKADQEGKVLTSE 480
NTDB id 480 HSISS4 RS02090 WP 002890133.1 TQPYVYGDYPIFLAEIASTTNENILTETLLKEVKDDKTRFAILNHYLDGFKGTVFRQTQFAEFEHAIHEADASGQILTAD 479
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!*!! ! !*! !!!!! !*!!!!*!!!!!!*!!!!!!! !! !! ! *!! *

logo FMNKQLYADGLNEKYYGNLAKAEQDENPYE IQFYEWAER IPHFYMYNFYYVFYQYATGFAAASTYLAEAKIVHNGGTEPDEADKREAKYLATYLKAGSSDYP
NTDB id 1074858 ACI1SY RS02375 WP 019292045.1 FMNQLYAGLNEKYYGLAAQENPEIQYEWARIPHFYYNFYVFQYATGFAAATYLAEAIVNGGPDAREKYLAYLKAGSSDYP 560
NTDB id 480 HSISS4 RS02090 WP 002890133.1 FMNKLYADLNEKYYNLKAEDNYEIQFEWERIPHFYMNYYVYQYATGFAAASYLAEKIVHGTEEDKEAYLTYLKAGSSDYP 559
consensus !!! !!! !!!!!! ! ! *!*!!!*!! !!!!!! !*!!*!!!!!!!!!*!!!! !!*! ** *! !! !!!!!!!!!!



logo LAEVIAKKQAGVDMETENTDTYLDEASAFAKVFEDKRL IVELEAKLVEKGAVHLS
NTDB id 1074858 ACI1SY RS02375 WP 019292045.1 LAVIAQAGVDMEETTYLESAFAVFEKRLIELEKLVEKGAHL. 601
NTDB id 480 HSISS4 RS02090 WP 002890133.1 LEVIKKAGVDMTNTDYLDAAFKVFEDRLVELEALVEKGVHLS 601
consensus ! !! !!!!! ! !!* !! !!! !!*!!! !!!!! !!*
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