
logo MKNL IKKFTIAVIVLS IVLYI
V
C
SYI

T
A
TYINSMNGI I IGTKI

V
D
HKNDNKNSQFLMVI EE I SESSYGQFVGLRQGDI

TI LKINEKEGKPSTDEKHLT
NTDB id 1074700 ACCH06 RS15905 WP 406589206.1 MKNLIKKFTIAVIVLSVLYVCYIAYINMNGIIIGTKVDKNNKNQLVIEEISESSYGQFVGLRQGDTILKINEGKPTEKHT 80
NTDB id 91 BSU 31690 NP 391047.2 MKNLIKKFTIAVIVLSILYISYTTYISMNGIIIGTKIHKNDKSQFMIEEISESSYGQFVGLRQGDIILKINKEKPSDKHL 80
consensus !!!!!!!!!!!!!!!!*!!**! !! !!!!!!!!!**!! ! ! *!!!!!!!!!!!!!!!!!!! !!!!! !!**!!

logo KWGYLSHINSLDI ILRNSGKI
KIHLEKDFDLVTLNRPYSFFLFVLPLFVFYFLS I IC I FY I LKVNSKI

KRKRSFAAGYI L I LLLLDI S I
NTDB id 1074700 ACCH06 RS15905 WP 406589206.1 KWGYLSHINSLDIIRNGKIIHLEDFDLVTLNRPYSFFLFVLPLVFYFLSIICIFYILKVSKIRKSFAGYILILLLLDISI 160
NTDB id 91 BSU 31690 NP 391047.2 KWGYLSHINSLDILRSGKKIHLKDFDLVTLNRPYSFFLFVLPLFFYFLSIICIFYILKVNKKRRSFAAYILILLLLDISI 160
consensus !!!!!!!!!!!!!*! !! !!! !!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!! ! !*!!!*!!!!!!!!!!!!

logo AYI SAGGPFRGHI
R INRYINLFTF I SSP I LYLQF IQGRYLGKE IGKTFLNRSL I SFLYI IP I FLNI

L
G
VI EFFIQDGYLNQVDNI

YDFI LANTI
L

NTDB id 1074700 ACCH06 RS15905 WP 406589206.1 AYISAGGPFRGHRINRYINLFTFISSPILYLQFIQGYLKEIGKTFLNSLISFLYIIPILNIVIEFI.GYNQVNYDILANI 239
NTDB id 91 BSU 31690 NP 391047.2 AYISAGGPFRGHIINRYINLFTFISSPILYLQFIQRYLGEIGKTFLNR.ISFLYIIPIFNLGIEFFQDYLQVDIDFLATL 239
consensus !!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!! !! !!!!!!!! *!!!!!!!!! !* !!! * ! !! ! !! *

logo NLVSFAATLTLFASF ISAS IYFLHLNKYKYASEHSF I LKLL I LTNTLSFAPFL I FFYVLP I I FLTGNYI FPALASASLLVL IPFGLVY
NTDB id 1074700 ACCH06 RS15905 WP 406589206.1 NLVSFAALTLFAFISIYFHLNKYKYSEHSFILKLLILTNTLSFAPFLIFYVLPIILTGNYIFPALASASLLVLIPFGLVY 319
NTDB id 91 BSU 31690 NP 391047.2 NLVSFATLTLFSFSAIYLHLNKYKYAEHSFILKLLILTNTLSFAPFLIFFVLPIIFTGNYIFPALASASLLVLIPFGLVY 319
consensus !!!!!! !!!! ! !! !!!!!!! !!!!!!!!!!!!!!!!!!!!!!!*!!!!! !!!!!!!!!!!!!!!!!!!!!!!!

logo QFVANKLMFDI EF I LGRMRYYALLAI
MIPTLFL IVGALVLWFDLVMVDKIQMNPAVRQTVFFI FVVMFAVFYFKEVI

MDFKFRLKRFSEK
NTDB id 1074700 ACCH06 RS15905 WP 406589206.1 QFVANKLFDIEFILGRMRYYALLAIIPTLFIVGALVWFDLVKIQMNPARQTVFIFVVMFAVFYFKEVIDFKFRLKRFSEK 399
NTDB id 91 BSU 31690 NP 391047.2 QFVANKMFDIEFILGRMRYYALLAMIPTLLIVGALVLFDVMDIQMNPVRQTVFFFVVMFAVFYFKEVMDFKFRLKRFSEK 399
consensus !!!!!!*!!!!!!!!!!!!!!!!!*!!!! !!!!!! !!** !!!!! !!!!! !!!!!!!!!!!!!*!!!!!!!!!!!!

logo FNYQDS I FKYTQLMRGSVTSFLQQVFKELKNSTI LDEVLLVSKAHYTFEVATPSDHNKVI FYLDKHQE I
V
E
GPDEWHNFLYQEKEFENVTSE IGKI

NTDB id 1074700 ACCH06 RS15905 WP 406589206.1 FNYQDSIFKYTQLMRSVTSFQQVFKELKNSILEVLLVSKAHTFEVASDNKVIYLDKQEIEPEWHLYQKEFENVTSEIGKI 479
NTDB id 91 BSU 31690 NP 391047.2 FNYQDSIFKYTQLMRGVTSLQQVFKELKNTILDVLLVSKAYTFEVTPDHKVIFLDKHEVGPDWNFYQEEFENVTSEIGKI 479
consensus !!!!!!!!!!!!!!! !!! !!!!!!!!!*!!*!!!!!!!*!!!! *!*!!!*!!!*!* !*!* !! !!!!!!!!!!!!

logo I EVNQGFLMKVGERGGSSYVLLCLSNINTPRLTRDE I SWLKTLSFYTSVSMENVLMHQI EELMDEHLKDLKQEGTNP IWLKKL
NTDB id 1074700 ACCH06 RS15905 WP 406589206.1 IEVNQGFLMKVGERGGSSYVLLCLSNINTPRLTRDEISWLKTLSFYTSVSMENVMQIEELMDHLKDLKQEGTNPIWLKKL 559
NTDB id 91 BSU 31690 NP 391047.2 IEVNQGFLMKVGERGGSSYVLLCLSNINTPRLTRDEISWLKTLSFYTSVSMENVLHIEELMEHLKDLKQEGTNPIWLKKL 559
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!**!!!!!*!!!!!!!!!!!!!!!!!!



logo MFAI EEKQRSDGLARDLHDSVLQDL I SLKRQCELFLAGDFKKDEDDNPCKRENEVQDKLVQMNEQQMSDVI LSMTRETCHELRPQLLY
NTDB id 1074700 ACCH06 RS15905 WP 406589206.1 MFAIEEKQRSDLARDLHDSVLQDLISLKRQCELFLADFKKE.DPCKNEVQDKLVQMNQQMSDVILMTRETCHELRPQLLY 638
NTDB id 91 BSU 31690 NP 391047.2 MFAIEEKQRSGLARDLHDSVLQDLISLKRQCELFLGDFKKDDNPCREEVQDKLVQMNEQMSDVISMTRETCHELRPQLLY 639
consensus !!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!*!!!!** !!* !!!!!!!!!! !!!!!! !!!!!!!!!!!!!!!

logo DLGLVKALSKLVAQQQERSAVPFHIRLNTGRFTASLDLDSQLNLYR I IQEFLSNAMVKHSQAGTDEVL IML I SFIQNKIVLHYEDD
NTDB id 1074700 ACCH06 RS15905 WP 406589206.1 DLGLVKALSKLVAQQQESAPFHIRLNTGRFTASLDLDSQLNLYRIIQEFLSNAMKHSQAGEVLIMLISFQNKIVLHYEDD 718
NTDB id 91 BSU 31690 NP 391047.2 DLGLVKALSKLVAQQQERVPFHIRLNTGRFTASLDLDSQLNLYRIIQEFLSNAVKHSQATDVLIMLISIQNKIVLHYEDD 719
consensus !!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!! *!!!!!!! !!!!!!!!!!!

logo GVGFDKQEKLNNTEHQSMSMGLSGIKERVRALDGHRLR IDETSEVGKNGFLKRADI E I
MEL

NTDB id 1074700 ACCH06 RS15905 WP 406589206.1 GVGFDKEKLNEQSMSMGLSGIKERVRALDGHLRIDTSVGNGLRADIEMEL 768
NTDB id 91 BSU 31690 NP 391047.2 GVGFDQEKNTEHSMSMGLSGIKERVRALDGRLRIETSEGKGFKADIEIEL 769
consensus !!!!! !! !*!!!!!!!!!!!!!!!!!!*!!!*!! ! ! *!!!!*!!
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