
logo MLASKMRWE IQRPDQDKVKSLTEQLDHITPLVASLLVKRGFDTAESARLFLHNTKDEADFYDPFEMKGMKEAAVDER IKEQAI SQQ
NTDB id 1074691 ACCH06 RS13675 WP 406589081.1 MLASKMRWEIQRPDQDKVKSLTEQLDITPLVASLLVKRGFDTAESARLFLNTKEADFYDPFEMKGMKEAVERIKEAISQQ 80
NTDB id 354 BSU 27620 NP 390640.1 MLASKMRWEIQRPDQDKVKSLTEQLHITPLVASLLVKRGFDTAESARLFLHTKDADFYDPFEMKGMKEAADRIKQAISQQ 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!*!!*!!!!!!!!!!!!!!! *!!! !!!!!

logo EKP IMIYGDYDADGVTSTSVMLHKTLQKLSAHQVDFYIPDRFKEGYGPNEQAFRS IKEQRGFSL I ITVDTGIAAVHEAEKAVAKEL
NTDB id 1074691 ACCH06 RS13675 WP 406589081.1 EPIMIYGDYDADGVTSTSVMLKTLQKLSAHVDFYIPDRFKEGYGPNEQAFRSIKEQGFSLIITVDTGIAAVHEAEAAKEL 160
NTDB id 354 BSU 27620 NP 390640.1 EKIMIYGDYDADGVTSTSVMLHTLQKLSAQVDFYIPDRFKEGYGPNEQAFRSIKERGFSLIITVDTGIAAVHEAKVAKEL 160
consensus !*!!!!!!!!!!!!!!!!!!!*!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!! !!!!

logo GLDVI ITDHHEPGPEVLPDVCRAIVHPKQPGCTYPFKELAGVGVAFKLAHALLGAELPDEDELLDLAAIGTIADLVPLHDENRL IL
NTDB id 1074691 ACCH06 RS13675 WP 406589081.1 GLDVIITDHHEPGPVLPDVCAIVHPKQPGCTYPFKELAGVGVAFKLAHALLGALPEDLLDLAAIGTIADLVPLHDENRLL 240
NTDB id 354 BSU 27620 NP 390640.1 GLDVIITDHHEPGPELPDVRAIVHPKQPGCTYPFKELAGVGVAFKLAHALLGELPDELLDLAAIGTIADLVPLHDENRLI 240
consensus !!!!!!!!!!!!!! !!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!**!!!!!!!!!!!!!!!!!!!!!!*

logo ATLGLMEQKRLQRMRTNRLPGLKAEL IKLSGGDIGEQANEETI
VGFQLAPRLNAVGR I EQADPAVHLLMS

TEDESFEADEELAATE IDQLNKE
NTDB id 1074691 ACCH06 RS13675 WP 406589081.1 ATLGMQKLQMTNRPGLKALIKLSGGDIGQANEETIGFQLAPRLNAVGRIEQADPAVHLLMTEDEFEADELATEIDQLNKE 320
NTDB id 354 BSU 27620 NP 390640.1 ATLGLERLRRTNRLGLKELIKLSGGDIGEANEETVGFQLAPRLNAVGRIEQADPAVHLLMSEDSFEAEELAAEIDQLNKE 320
consensus !!!!* *! !!!*!!! !!!!!!!!!! !!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!*!! !!!*!!! !!!!!!!!

logo RQKI
MVSKMTDEAI EMVEQQGLDNQRSTAIVVAKAPGWNPGVVGIVASKLVDRFYRPAI

VVLGIDEEKGIAKGSARS IKRGFDNLFEKS
NTDB id 1074691 ACCH06 RS13675 WP 406589081.1 RQKIVSKMTDEAIEMVEQQGLNRSAIVVAKPGWNPGVVGIVASKLVDRFYRPAVVLGIDEEKGIAKGSARSIKGFDLFKS 400
NTDB id 354 BSU 27620 NP 390640.1 RQKMVSKMTDEAIEMVEQQGLDQTAIVVAKAGWNPGVVGIVASKLVDRFYRPAIVLGIDEEKGIAKGSARSIRGFNLFES 400
consensus !!!*!!!!!!!!!!!!!!!!! *!!!!!!*!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!*!! !! !

logo LSESCRDI LPHFGGHPMAAGMTLKSADEDVPSDLRDSRLNEQIADENTLTEEDF IPVQE I
VDLVCGSVEDITVES IASE I

MNLMLSPFGML
QN

NTDB id 1074691 ACCH06 RS13675 WP 406589081.1 LSSCRDILPHFGGHPMAAGMTLSADDVSDLRDRLNQIADETLTEEDFIPVQEIDLVCSVEDITVESISEINLLSPFGMQN 480
NTDB id 354 BSU 27620 NP 390640.1 LSECRDILPHFGGHPMAAGMTLKAEDVPDLRSRLNEIADNTLTEEDFIPVQEVDLVCGVEDITVESIAEMNMLSPFGMLN 480
consensus !! !!!!!!!!!!!!!!!!!!! !*!!*!!! !!! !!! !!!!!!!!!!!!*!!!! !!!!!!!!! !*!*!!!!!! !

logo PKPHVLMVENALVLEDVRKR IGANKNTHI
VKMTI

V
K
R
D
N
E
QSASKQLDCVGFHNKGELEQETGIVPGSR I S ILVGEMS INEWNNRKKPQLMIKDA

NTDB id 1074691 ACCH06 RS13675 WP 406589081.1 PKPHVMVENALLEDVRRIGANKNHIKMTVKDQSAKLDCVGFHKGELETGIVPGSRISLVGEMSINEWNNRKKPQLMIKDA 560
NTDB id 354 BSU 27620 NP 390640.1 PKPHVLVENAVLEDVRKIGANKTHVKMTIRNESSQLDCVGFNKGELQEGIVPGSRISIVGEMSINEWNNRKKPQLMIKDA 560
consensus !!!!!*!!!!*!!!!!*!!!!! !*!!!** ! !!!!!!*!!!! !!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!



logo AVSEWQLFDLRGKRTWEDETLVSVALPSAEKRAVIVCSFKEDESTKTQTLLQNTEDELRHREQLVHAVI
VSSEKDQEQAKRADFLDELDGAYI

VVFLLDAPPPSLDLM
NTDB id 1074691 ACCH06 RS13675 WP 406589081.1 AVSEWQLFDLRGKRTWEETLVALPSEKRVIVCFKEETKQLLQNEELRHQLHAVSSEQEARDLELDGAYVVFLDAPPSLDL 640
NTDB id 354 BSU 27620 NP 390640.1 AVSEWQLFDLRGKRTWEDTVSALPSAKRAIVSFKEDSTTLLQTEDLRREVHVISSKDQAKAFDLDGAYIVLLDPPPSLDM 640
consensus !!!!!!!!!!!!!!!!!*!* !!!! !! !!*!!!** !!! !*!!* *! *!! !* *!!!!!*! !!*!!!!!*

logo LASRSLLVEGKARPER I
VYF I FLMNHNEDEHFLSATFPATRDHYFKWYYAGFLLKRGATFDLVKKTHGSELAKHKGWSTKVDETINFMTKVFFDLGFV

NTDB id 1074691 ACCH06 RS13675 WP 406589081.1 LSSLVEGKRPERVYFIFMNNEEHFLSAFPTRDYFKWYYGFLLKRGTFDLKTHGSELAKHKGWTKDTINFMTKVFFDLGFV 720
NTDB id 354 BSU 27620 NP 390640.1 LARLLEGKAPERIYFIFLNHEDHFLSTFPARDHFKWYYAFLLKRGAFDVKKHGSELAKHKGWSVETINFMTKVFFDLGFV 720
consensus ! !*!!! !!!*!!!!*!*!*!!!! !! !!*!!!!!*!!!!!! !!*! !!!!!!!!!!!* *!!!!!!!!!!!!!!!

logo

K
RI ENGVLSVI

V
S
Y
D
G
A
VKKRDLTDSQTYQAKQQLMELDQKLNYSASAEELKEWLNKLMKNQDSEAYESTRRT

NTDB id 1074691 ACCH06 RS13675 WP 406589081.1 RIENGVLSVIYDVKKRDLTDSQTYQAKQQLMELDQKLNYSAAEELKEWLNKLMNQDSEAYESTRRT 786
NTDB id 354 BSU 27620 NP 390640.1 KIENGVLSVVSGAKKRDLTDSQTYQAKQQLMELDQKLNYSSAEELKEWLNKLMKQDSEAYESTRRT 786
consensus *!!!!!!!!* !!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!! !!!!!!!!!!!!

X non conserved
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X ≥ 50% conserved


