
logo MFNEREALRLRLEQLNEAEVKVIREYQI ERDKIYAKLRELDRNGSPSAASE I
TKKDFRPSEKRKPSDESLPVLAELAAQE IRSYQPQ

NTDB id 1074668 ACCH06 RS07960 WP 406590016.1 MFNEREALRLRLEQLNEAEVKVIREYQIERDKIYAKLRELDRNGSSAAETKKDFRPERKSESLPVLAELAAQEIRSYQPQ 80
NTDB id 79 BSU 14240 NP 389307.1 MFNEREALRLRLEQLNEAEVKVIREYQIERDKIYAKLRELDRNGSP.SEIKKDFRSEKKPDSLPVLAELAAQEIRSYQPQ 79
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!** ! !!!!!*!*!**!!!!!!!!!!!!!!!!!!!

logo

Q
S
A
Q
Q
SQSPVQPQLPQS ITSS ILPAGIPDGTTRRRRGTARPGSKAAKLREAAIKTLKRHNAAIKSSELQKE I EKESGLE IPNMTTFM

NTDB id 1074668 ACCH06 RS07960 WP 406590016.1 QASQ.PQPQPQSTSSIPAGIPDGTTRRRRGTARPGSKAAKLREAAIKTLKRHNAAIKSSELQKEIEKESGLEIPNMTTFM 159
NTDB id 79 BSU 14240 NP 389307.1 SQQQSVQPQLQSISSLPAGIPDGTTRRRRGTARPGSKAAKLREAAIKTLKRHNAAIKSSELQKEIEKESGLEIPNMTTFM 159
consensus !**!!!*!! !!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo QSL IKMYPEVKKPYRGQYI LEGE IAESADESASAENEVTE
NTDB id 1074668 ACCH06 RS07960 WP 406590016.1 QSLIKMYPEVKKPYRGQYILEGEIASDSAENVTE 193
NTDB id 79 BSU 14240 NP 389307.1 QSLIKMYPEVKKPYRGQYILEGEIESAESANE.. 191
consensus !!!!!!!!!!!!!!!!!!!!!!!! ! ! **
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