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NTDB id 1074663 ACCH06 RS06525 WP 081250945.1 .......MKKWITSLFLTAAILFGLMGAEVY.APQDVKGASRYDQVLYFPFSRYPETGDHIKDAIAAGHSDVCTIDRAGA 72
NTDB id 110 BSU 03430 NP 388225.3 MNITTDIIKTILLVIVIIAAAAVGLIKGDFFSADQKTSQTKEYDETMAFPSDRYPETAKHIKDAINEGHSEVCTIDRDGA 80
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NTDB id 1074663 ACCH06 RS06525 WP 081250945.1 DERREESLKGIPTKPGYDRDEWPMAVCEEGGAGADIRYVTPSDNRGAGSWVGNQMSGYSDGTRVLFIVQ 141
NTDB id 110 BSU 03430 NP 388225.3 EERREQSLKDVPSKKGYDRDEWPMAMCKEGGEGASVEYISPADNRGAGSWVGHRLTDYPDGTKVLFTIQ 149
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