
logo ML
INRVVLVGRLTKRDPVDEVLRKYTAPSNSGLASAVGATFSTLMVACVDNRQRTMFATRNGQDAGQSNNGDEQQRSEADF I SNCVAITWRKQRAQSADEFNFLVGASNYFALTRKKGASLAVGVEDGR I

L
NTDB id 107466 RGT18 RS01445 WP 028078263.1 MINRVVLVGRLTRDVEVRKTASGLSVATFTVACDRRMARGQDGNNQQSADFISCVAWRQAADFLGSYARKGALVGVEGRI 80
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTN...ANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRL 77
NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTN...QSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRL 77
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LLEPSRKNSTGQTGSTEGQQSGRAQSGQDNGSASSYGQGNFYQNESGNNQSGNGGSQYFGDGGNQSNYDQNQSGPYFGSTGQSNPKQNQNTGQNRAPRNPSAQTAGNDNDNSTFNQV

NTDB id 107466 RGT18 RS01445 WP 028078263.1 QTRSYDR.DGQKVYVTEIVCDTVNLLESKSQSQSRAQNSSY...Q...........DNSYQQPYSQPK....PSTNDDFV 141
NTDB id 624 LCA RS00040 WP 011373726.1 QTRNYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNSNQSNGSQ.......QSGFTSPQQTGNAPAANNTQ 150
NTDB id 113 BSU 40900 NP 391970.1 QTRNYENQQGQRVFVTEVQAESVQFLEPKNGGGSGS.....GGYNEGNSGGGQYFGGGQNDNPFGGNQNNQRRNQGNSFN 152
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NTDB id 107466 RGT18 RS01445 WP 028078263.1 SDDF.GAGIGMDISSDDLPF 160
NTDB id 624 LCA RS00040 WP 011373726.1 ADPFANNGQAIDISDDDLPF 170
NTDB id 113 BSU 40900 NP 391970.1 DDPFANDGKPIDISDDDLPF 172
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