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NTDB id 1177 A1552VC RS01165 WP 000422572.1  ........ NEYIRDGMEBTHKESSINAN YRR V(e AlZ T L YRAMCENA QGE . A SVATA 71
NTDB id 1074549 ACJBUE RS17700 WP 078222022.1 MLDREAATKYRH|ARHQLM\UNSRESIIRE S TTVQAMG)H 80
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NTDB id 1019 ACIAD RS04205 WP 004922051.1  ........ S 72
NTDB id 1307 DR RS10055 WP 010888596.1 .. ..MTSGIpET B QR I 76
NTDB id 1185 GTF74 RS11940 WP 000350195.1 ........ PPM R DG A 72
NTDB id 1176 A1552VC RS01160 WP 000350195.1  ........ PPM R DG IMNDIAQRE] 72
NTDB id 1283 ACE17W RS02630 WP 010947729.1 ........ PPMIRVDG Y IMND QR E 72
NTDB id 1259 GC0O85 RS10305 WP 010947729.1 ........ PPMIRVDG Y IMND 72
NTDB id 1194 PAKAF RS01995 WP 003084552.1  ........ A PPMIRVDG Y IMND 72
NTDB id 1202 PSJM300 01600 AFN76400.1 ........ PPMIRVDG Y IMND 72
NTDB id 1020 ACIAD RS04210 WP 011182164.1 ........ PPMIRVDG Y IMND 72
NTDB id 1081 FDQR49 RS05335 WP 006581387.1  ........ PPMIRVDG Y IMND 72
NTDB id 1060 ABD1 RS04380 WP 000355489.1 ........ PPMIRVDG Y IMND 72
NTDB id 1040 HON27 RS13360 WP 000355489.1  ........ PPMIRVDG Y IMND 72
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 EDPIEFVHK C 229
NTDB id 1074549 ACJBUE RS17700 WP 078222022.1 EDP E VHES NC 238
NTDB id 1203 PSJM300 01605 AFN76401.1 EDPIEF H{ap(aC 231
NTDB id 1019 ACIAD RS04205 WP 004922051.1 EDPIEF H)#:¥Y¢C S RIDV] 232
NTDB id 1307 DR RS10055 WP 010888596.1 EDPIEF HIBUKES IIJALR ALR‘E\PD RDMETI J\A TAAETGHLVEGTLHTHN 235
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NTDB id 1259 GCO85 RS10305 WP 010947729.1 EDPIEFVHRNKKCL NPNALRSALREDPD LA TAAETGHLVFGTLHTH 231
NTDB id 1194 PAKAF RS01995 WP 003084552.1 EDPIEFVHISKKCL RINALRSALREDPD LALTAAETGHLVFGTLH T\l
NTDB id 1202 PSJM300 01600 AFN76400.1 EDPIEFVHIKKCL SIZALRSALREDPD LALTAAETGHLVEFGTLH Tl
NTDB id 1020 ACIAD RS04210 WP 011182164.1 EDPIEFVH|#YKKCL IMXALRSALREDPD LALTAAETGHLVEGTLH Tyl
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 EDPIEFVHASKKCL WHALRSALREDPD LALTAAETGHLVFGTLH T\ ichi
NTDB id 1060 ABD1 RS04380 WP 000355489.1 EDPIEFVHRNKKCL WMAALRSALREDPD LALTAAETGHLVEGTLH Tl
NTDB id 1040 HON27 RS13360 WP 000355489.1 EDPIEFVHASKKCL IMAALRSALREDPD LALTAAETGHLVFGTLH T\l
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NTDB id 1194 PAKAF RS01995 WP 003084552.1 SABMKTIDR DVFPAE MIGGGRVAABIEIM TPAIRNLIREWRKVAQMYSEIQTG 310
NTDB id 1202 PSJM300 01600 AFN76400.1 SAINKTIDR DVFPAE MIGGGRVAARIEIM TPAIRNLIREWNKVAQMYSHIQTG 310
NTDB id 1020 ACIAD RS04210 WP 011182164.1 SAMKTIDRIIDVFPAE BOGGGRVAABIEIM MPATIRNLIRE[EKVAQMYSHIIQTG 310
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 SAINKTIDR IDVFPAE BIGGGRVAARIEIM MPAIRNLIRERNKVAQMYSIAIQTG 310
NTDB id 1060 ABD1 RS04380 WP 000355489.1 SAINKTIDR IDVFPAE BUGGGRVAABIEIM MPAIRNLIRERNKVAQMYSEIQTG 310

NTDB id 1040 HON27 RS13360 WP 000355489.1 SABMKTIDR IDVFPAE BYGGGRVAABIETM MPATRNLIRENKVAQMYSENIQTG 310
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