
logo

MA
M
E
M
N

E
Q
S

Q
R
T

P
Q
R

K
L
S

V
AL ILVVDDEEPRDLICRLELMLEQVI

L
MTLAGRMKGI

L
D
K
R

I
T
H
R
S

L
S
TAARYRNLVAEKQEAKRQELFLTAQRSEFNHPFYDALC I

LTDLMNRLPDGNSGI
L
E
DLVKQSEHYVIAQSQHNRHYPNQRTP I

V
NTDB id 1045 H0N27 RS16330 WP 168727019.1 MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTPI 80
NTDB id 1073977 ACI703 RS04580 WP 406234979.1 .MNETRSALVVDDERDIRELLVLTLGRMGLRISTAANLAEARELLASNPYDLCITDMRLPDGNGIELVSEIAQHYPRTPV 79
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTPV 78
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 AVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDTTE.NALENKLLIGRSLPIQQLRIAIKKIAR 159
NTDB id 1073977 ACI703 RS04580 WP 406234979.1 AMITAFGSMDLAVEALKAGAFDFVSKPVDISVLRGLVKHALELNNSERPVAAAASEQAGRLLGDSAAMDVLRTTIGKVAR 159
NTDB id 1473 PAKAF RS24000 WP 003094694.1 AMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNPEAEE....APVDNRLLGESPPMRALRNQIGKLAR 154
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 SQAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSLFLD 239
NTDB id 1073977 ACI703 RS04580 WP 406234979.1 SQAPVYILGESGVGKELVARTIHAQGARASGPFIPVNCGAIPTELMESEFFGHRKGSFTGAHADKPGLFQAAHGGTLFLD 239
NTDB id 1473 PAKAF RS24000 WP 003094694.1 SQAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGGTLFLD 234
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 EIAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERGEDVL 319
NTDB id 1073977 ACI703 RS04580 WP 406234979.1 EVAELPLQMQVKLLRAIQEKSVRALGAANEEPVDVRILSATHKDLAELVEDGRFRHDLYYRINVIELKVPPLRERRQDLP 319
NTDB id 1473 PAKAF RS24000 WP 003094694.1 EVADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRERREDIP 314
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 LLANHFIQKICMEWETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANISNPFASAAQ 399
NTDB id 1073977 ACI703 RS04580 WP 406234979.1 DLAGSILARLARSHGRATPLLAPSALDALAHYGFPGNVRELENILERALALAEEDRIGADDLRLPQHA...........P 388
NTDB id 1473 PAKAF RS24000 WP 003094694.1 LLAERILKRLAGDTGLPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAP...........G 383
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 SIQTTVAAPQAVKK..LPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTETEQEV 473
NTDB id 1073977 ACI703 RS04580 WP 406234979.1 RTAGGPAAPEAVVDLHPGSAALPSYIEQLERSAIQRALEENRWNKTRTAAQLGITFRALRYKLKKLGME....... 457
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ASQEGAAS.......LSEIDNLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLGID....... 445
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