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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPVWQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVLA 80
NTDB id 1073832 ACI7YU RS19000 WP 406227157.1 MRTGMMALAVGLLAP........VFLPALPPVGWLLVLPMVALMLLPFR....SYPLACLLFGFTWACFSAQWALNDRLP 68
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLL........RFLPQLPSFGWLLALAPVGLLLLPFR....WRPLAFFLFGLVWACLNAQWALDDRLP 68
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NTDB id 1426 RS RS05575 WP 011001070.1 PAWEGKDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQRW 160
NTDB id 1073832 ACI7YU RS19000 WP 406227157.1 PSLDGETRWLEGRVVGLPQHSDGVVRFELADAR.SRHEKLPSLLRLAWYAG....................PPVNSGERW 127
NTDB id 1199 PSJM300 12650 AFN78592.1 VDLDGRTFWLEGQVTGLPDRRGDVVRFELEDIH.SRHAGLPSRIRLAWYGG....................PEIRSGERW 127
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NTDB id 1426 RS RS05575 WP 011001070.1 QLTLRLKRPHSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARYA 240
NTDB id 1073832 ACI7YU RS19000 WP 406227157.1 RLAVKLKRPGGLLNPHAFDYEAWLLAQRIGATGTIKDGQRLAEA..............RYAWRDGVRQRLLAVDVQG.RE 192
NTDB id 1199 PSJM300 12650 AFN78592.1 RLAARLKRPSGMVNPSAFDYEAWLLARRIGATGTIKAGERIAEAA............SSGAWRDRLRQRLLTVEAHG.RA 194
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LAAGVLFLMGYLAVLWVALMAGLLWRRSFGLARFWLGRITWPLQVPLRLMWQPAWQLRPAWGAACVGAL
NTDB id 1426 RS RS05575 WP 011001070.1 PVIVALVVGDQSGIAQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAVA 320
NTDB id 1073832 ACI7YU RS19000 WP 406227157.1 GALAALVLGDGSGLSREDWQVLQDTGTVHLLVISGQHIGLLAAVMYLLVAG.......LARFGIWPV..RWQWLPWACGL 263
NTDB id 1199 PSJM300 12650 AFN78592.1 GAIAALVVGDGSGLSTADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVLL.......LARWGIWPQ..RLPWLPWACGL 265
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NTDB id 1426 RS RS05575 WP 011001070.1 AMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAARI 400
NTDB id 1073832 ACI7YU RS19000 WP 406227157.1 AFAAALGYGLLAGFDVPVQRACVMVTLVLLWRLRFRHLGAWWPLLLAFNGVLLFDPLASLRPGFWLSFAAVAVLIFTFGG 343
NTDB id 1199 PSJM300 12650 AFN78592.1 AFAGALGYGWLAGFEVPVRRACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWIFRG 345
consensus !*!*!**!**!!!**!!**!***!***!***!!**!*******!**! *!***!!*!** *!*!!!!*!!!**** ***

logo

VAADARDD
R
VRRPAWPV

L
R
G
V
A
P
W
S
R
G
W
L
W
Q
R
A
G
T

A
L
W

A
L
T

Y
R
V
AQLWLAI

M
V

T
A
F
I
LGLCLPALVLMTLALVLFGSQLQP I

VSLVVSSGAPLVANALLAI
VPVWI

VSFLVLVTVLTVPPLALMLGSTAFLLLWPEVP
NTDB id 1426 RS RS05575 WP 011001070.1 VAADARDDVRRPAWPVRAWRGLRGAARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTA.LPEP 479
NTDB id 1073832 ACI7YU RS19000 WP 406227157.1 .......R.......LGAWRWWQTWTRAQWLIAIGLCPVLLALSLPISVSGPVANLLAVPWVSLVVLPPALLGTLLLPVP 409
NTDB id 1199 PSJM300 12650 AFN78592.1 .......R.......LGVPSWWRALLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWVP 411
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NTDB id 1426 RS RS05575 WP 011001070.1 WSQPVLIWAEASF.AWLMPWLDALALPGGSVWVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARAP 558
NTDB id 1073832 ACI7YU RS19000 WP 406227157.1 YVGEGLLWLAGGLIDWLFI.GLALIAGQWPAWIPAAIPWWALVLGSLGAILLLLPRGVP...MRPLGWPLLLLLALPPQE 485
NTDB id 1199 PSJM300 12650 AFN78592.1 WLGEALLWLAGGLLAVLFE.LLALIAGWQPAWLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAPDS 487
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NTDB id 1426 RS RS05575 WP 011001070.1 APPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVM 638
NTDB id 1073832 ACI7YU RS19000 WP 406227157.1 RIEEGRADVWQIDVGQGLAIFVRTRHHALLYDAGPRFGEF.DLGERVVLPALRKLNVQALDLMLLSHADADHAGGARAVM 564
NTDB id 1199 PSJM300 12650 AFN78592.1 RPEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPRYGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAIQ 566
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NTDB id 1426 RS RS05575 WP 011001070.1 AGVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWDGVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAML 718
NTDB id 1073832 ACI7YU RS19000 WP 406227157.1 RGLNVHRVVSGDPPNLPP.......ELNAEACASGEQWQWDGVRFQLWQW......SAADDSNQRSCVLQIEANGERLLL 631
NTDB id 1199 PSJM300 12650 AFN78592.1 RAMPVGAVLSGEPERLPA.......ALDARSCRTGQRWTWNQVNFSVWRW......PQATNGNQASCVLMVEAAGERLLL 633
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NTDB id 1426 RS RS05575 WP 011001070.1 AGDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVSAQVAVFQVGYRNRYGHPHPQVWQRYGARGIERLR 798
NTDB id 1073832 ACI7YU RS19000 WP 406227157.1 TGDIDIHAERVLLD..SPLAVPTQWLQSPHHGSRSSSSMALLKALQPESVLISRGHGNSFGHPHPTVLARYRKQGLRIYD 709
NTDB id 1199 PSJM300 12650 AFN78592.1 TGDIDAQAERALVD..GGMEVNARWLLAPHHGSNSSSSAVFLAAVAADGALISRSSHNAFGHPHPAVLKRLQNAGAELHD 711
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NTDB id 1426 RS RS05575 WP 011001070.1 TDATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 1073832 ACI7YU RS19000 WP 406227157.1 SAEQGAIHLQLGSFK..PPWTMRQQRRFWRDPPVPGR............ 744
NTDB id 1199 PSJM300 12650 AFN78592.1 TAEHGALSLQLGAFG..GARRMRDEPRFWREK................. 741
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