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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 1073790 ACF2G4 RS15950 WP 243078789.1 MASRGVNKVILVGNLGQDPEVRYMPNGGAVANITLATSESWRDKQTGENKEITEWHRVVLFGKLAEVAGEYLRKGSQVYI 80
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
consensus **!!!!**!*!!*!!**!*!!*!*!!*****!!!!*!*!* *!***!*!!!!********!!*!!*!!*!!* !!*

logo EGKQRI
L
K
R
Q
S
TRKYWQGDKQGNSDGI

Q
D
ERTYSATYTDEVIQVVNQGVYNAGDGNI

T
V
E
L
MKQMLDGSGRAQSNGQSEQGNGSADFGGAGMNAQPGAYDEGQSEGGMWYNGVQAPSANPQANQENQGNTGNSYWNQGGAQPYSQDQRNPQYAAGKQGQGHNSQNRNPQMFPNSAPSGDGNQA

NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIV....ANEMKMLGGRNENS..GGAPYEEGYGQSQE.......AYQRPAQQSRQPASDA 143
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIV....ANEMKMLGGRNENS..GGAPYDEGYGQSQE.......AYQRPAQQSRQPAPDA 143
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQ....GDVLQMLDSRSSGGDFGGNQGSG.WNQAPAQTNYNQGGYSDNYAQNNNFNGGN 153
NTDB id 1073790 ACF2G4 RS15950 WP 243078789.1 EGQLRTRKWQDQGGQERYTTEVVVN.VGGTMQMLGGRQGGSAGGAAPAGG..GQSNNNNGW..GQPQQPQGGGNQFSGGA 155
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQ...GGMPAQGGMNVPAQQGSW..GQPQQPAKQHQPM...Q 152
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NTDB id 1103 NMB RS07590 WP 002212976.1 PSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 PSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ATRPQPA....QKPAAQAEPPMDNFDDDIPF 180
NTDB id 1073790 ACF2G4 RS15950 WP 243078789.1 QSRPQQQ....SAPASNNNEPPMDFDDDIPF 182
NTDB id 1166 A1552VC RS00795 WP 000168289.1 QSAPQQY....S..QPQYNEPPMDFDDDIPF 177
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