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NTDB id 600 KW2 RS01765 WP 011675413.1 MATKK. .. .KTNFDDITKKYGA KALALIEKFGKG MRLG
NTDB id 269 KZH43 RS08665 WP 001085462.1 .MAKK....PKKLEEISKKFGA IMRLG
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NTDB id 228 SPD RS09265 WP 001085462.1 .MAKK....PKKLEEISKKFGA IMRLG .KMQV
NTDB id 194 SPR RS08825 WP 001085462.1 .MAKK....PKKLEEISKKFGA IMRLG . KMQV
NTDB id 159 SP RS09750 WP 001085462.1 .MAKK....PKKLEEISKKFGA IMRLG .KMQV
NTDB id 499 SM12261 RS08315 WP 078228268.1 .MAKK....PKKLDEISKKFGA IMRLG . KMQV
NTDB id 527 SMSK321 RS11065 WP 001085454.1 .MAKK....PKKLDEISKKFGA IMRLG .K
NTDB id 408 SMU RS09530 WP 002262392.1 .MAKR....IKKTEEITKKFGD IEKWFGKGIY MRLG .K
NTDB id 453 Spy49 1753c ACI62003.1 .MAKK....LKKNEEITKKFGD IEKWFGKGE) MRLG .K
NTDB id 115 BSU 16940 NP 389576.2 ... .. ... . . . IM LG . R
NTDB id 625 LCA RS02525 WP 011374196.1  .................. IMR G .Q
NTDB id 1313 DR RS12030 WP 010888966.1 ...... MSKDATKEISAPTDAK .D
NTDB id 1245 Cj1673c YP 002345041.1 ... ... . o .. .Q
NTDB id 1211 C694 RS00795 WP 000963128.1 ................. .K
NTDB id 1214 NCTC11637 00359 SQJ03206.1 ................. .K
NTDB id 1334 RAOC RS04870 WP 004918236.1 .........
NTDB id 1130 NGFG RS03960 WP 003688695.1 ................... IRHYSIHCE ANIBMD GSQQEEN
NTDB id 1124 NGFG RS03960 WP 003688695.1 ................... IRHUSIHEAINIBMD GSQQEEN
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NTDB id 1123 OK783 RS03845 WP 003688695.1  ................... IRHYS|HEE AIRIBMD GSQQEEN
NTDB id 107376 AABA82 RS14340 WP 039393076.1 MEESK....... .GSANLSA IEKNFGKG IMRLG [€AUR0:N]
NTDB id 1427 RS RS02760 WP 011000510.1 .MEDG....... K .KAASMSA IEKWNFGKG IM G ENAANZR
NTDB id 1389 A4U84 RS07560 WP 021112712.1 MAENKKSSKNNTV. .VKQVEPEQ IEKNFGKG IM LG[aygde)ns
NTDB id 1165 A1552VC RS01565 WP 000344154.1  ................... MDEN IEKWNFGKG IMRLG

NTDB id 1142 GTF74 RS11550 WP 000344154.1  ........... . ....... MDEN IEKIWNFGKG IMRLG

NTDB id 1205 PSJM300 05545 AFN77183.1 ... . ... ... MDEN IEK@NFGKGA MR G

NTDB id 1022 ACIAD RS06390 WP 004925639.1  ................... MDDN

NTDB id 1074 ABD1 RS10195 WP 000344167.1 ........... .. ...... MDEN MRLG

consensus ko fk kot kk oo bk D Dok * kDbl bbb LD DL Pl 1 x



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600 KW2 RS01765 WP 011675413.1

269 KZH43 RS08665 WP 001085462.1
228 SPD RS09265 WP 001085462.1

194 SPR RS08825 WP 001085462.1

159 SP RS09750 WP 001085462.1

499 SM12261 RS08315 WP 078228268.1
527 SMSK321 RS11065 WP 001085454.1
408 SMU RS09530 WP 002262392.1

453 Spy49 1753c ACI62003.1

115 BSU 16940 NP 389576.2

625 LCA RS02525 WP 011374196.1
1313 DR RS12030 WP 010888966.1
1245 Cj1673c YP 002345041.1

1211 C694 RS00795 WP 000963128.1
1214 NCTC11637 00359 SQJ03206.1
1334 RAOC RS04870 WP 004918236.1
1130 NGFG RS03960 WP 003688695.1
1124 NGFG RS03960 WP 003688695.1
1123 0K783 RS03845 WP 003688695.1

107376 AABA82 RS14340 WP 039393076.1

1427 RS RS02760 WP 011000510.1

1389 A4U84 RS07560 WP 021112712.1
1165 A1552VC RS01565 WP 000344154.1
1142 GTF74 RS11550 WP 000344154.1
1205 PSJM300 05545 AFN77183.1

1022 ACIAD RS06390 WP 004925639.1
1074 ABD1 RS10195 WP 000344167.1

consensus

y
|

T

*

i)

EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
E YGPESSGKTT
EIYGPESSGKTT
EIYGPES[EGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EI GPESSGKTT
EI GPESSGKTT
EI GPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EI GPESSGKTT
EI GPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT

PEINCIINE

¥kl Lo ko Tk LITxlolx 11

L0 ATt o REALY o e s

ANNQKINGGINNAF TDAEHALDPEVY ARWALGVN
AFAQKINGGIWNAF IDAEHALDPEYY ALWALGVN
ANNQKINGGINNAF TDAEHALDPENY ARWALGVN
ARINQKIAGGINNAF IDAEHALDPINY ALWALGVN
ANFNQKINGGIWNAF IDAEHALDPEYY AEWALGVN
ANNQKINGGINNAF TDAEHALDPEVY ARWALGVN
AFAQKIMGGIWNAF IDAEHALDPEYY ALWALGVN
ANNQKINGGINNAF TDAEHALDPENY ARWALGVN
AIYQEIRGGEFYAF IDAEHALDPNYA[RIYL.GVN ELL
AIUQ KNG GWNA IDAENA DPIAYAJWNLGVN D LL
ANAQKINGGINMAF TDAEHALDP\YY ARFALGVNWDELL
AINEQOKINGGYAMAF IDAEHALDQAYY AIQYL. GV NND Ll
AINGOKINGGUAMAF TDAEHALDNA:Y ASALGV gy
AINEOKINGGNAMAF IDAEHALDYR:IY AQUTL.GV iy
AIFNQKWNUGGEWNAF IDAEHAIDIGEY AIRMLG N EL
AR[EQKINGGNAMAF DAEHAIIDPNYAIRYLGVIY EL}N
AR[EQOKINGGYAMAF DAEHAIIDPNYAIRNLGVIY ELMN
ANGQOKINGGUAMAEF DAEHAIRDPNYYAIRMMLGVIY EL}
AINIQKINGGIRMAF IDAEHALDAY AIMYL.GVE] I§ELL
AINUIQKIMGGINMAF TDAEHALDUMNY AIIYL G V]g ILIL,
AQAQKGNKTCAFIDAEHALDPVYARNLGVNEDELL
ANWNQ INGIGXMAF IDAEHALDPNYAISYLGVN DELL
ARWAQ INGIYNMAFTDAEHALDPWYYAJSSLGVN DELL
AVWNQ NIGRERMAF DAEHALDPBYA@MNL.GVN D LL
INMAFTDAEHALDPNYARSSLGV  DNLL
INGAFIDAEHALDP[R]YARASL.GV  DNJLL
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NTDB id 600 KWw2 RS01765 WP 011675413.1 V DSVAALVPKAEI G MGDSHJVGLQAR 234
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NTDB id 499 SM12261 RS08315 WP 078228268.1 VVDSVAALVP GDHMGDSHVGLQAR 233
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NTDB id 408 SMU RS09530 WP 002262392.1 GDIGDSHVGLQAR 233
NTDB id 453 Spy49 1753c ACI62003.1 GDHMGDSHVGLQAR 233
NTDB id 115 BSU 16940 NP 389576.2 GDMGDSHVGLQAR 218
NTDB id 625 LCA RS02525 WP 011374196.1 G MGD HVGLQAR 220
NTDB id 1313 DR RS12030 WP 010888966.1 GDMGDSIJGLQAR 232
NTDB id 1245 Cj1673c YP 002345041.1 GDMGD[NHVGLQAR 220
NTDB id 1211 C694 RS00795 WP 000963128.1 GDMGD[NHVGLQAR 222
NTDB id 1214 NCTC11637 00359 SQJ03206.1 GDMGD[NHVGLQAR 222
NTDB id 1334 RAOC RS04870 WP 004918236.1 GDMGDS  GLJEIAR 228
NTDB id 1130 NGFG RS03960 WP 003688695.1 VVDSVAALVPKAEI GDMGDSHVGLQAR 220
NTDB id 1124 NGFG RS03960 WP 003688695.1 VVDSVAALVPKAEI GDMGDSHVGLQAR 220
NTDB id 1123 OK783 RS03845 WP 003688695.1 VVDSVAALVPKAEI GDMGDSHVGLQAR 220
NTDB id 107376 AABA82 RS14340 WP 039393076.1 DSVAALVPKAEI G MGDS|R¥GLQAR 230
NTDB id 1427 RS RS02760 WP 011000510.1 V DSVAALVPKAEI G MGD |R¥GLQAR 228
NTDB id 1389 A4U84 RS07560 WP 021112712.1 VDSVAALWPKAEI GDMGDSH GLQAR 236
NTDB id 1165 A1552VC RS01565 WP 000344154.1 VVDSVAALIWPKAET MGDSH GLQAR 219
NTDB id 1142 GTF74 RS11550 WP 000344154.1 VVDSVAALIPKAET MGDSH GLQAR 219
NTDB id 1205 PSJM300 05545 AFN77183.1 VDSVAALVPKAEI MGD HVGLQAR 219
NTDB id 1022 ACIAD RS06390 WP 004925639.1 MGDSH GLQAR 219
NTDB id 1074 ABD1 RS10195 WP 000344167.1 MGDSH GLQAR 219
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