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NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
NTDB id 1073645 ACI3EV RS00045 WP 337691792.1 ..MASVNKVILVGNLGRDPEIRTFPSGDQVANVTLATSDRWKDKQSGEMREHTEWHRLVFNGRLAEIVGQYLRKGSQIYV 78
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
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NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGK.DGIERTAYDIVAN....EMKMLGGRNENSGG...................APYDEGYGQSQEAYQRP 132
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGK.DGIERTAYDIVAN....EMKMLGGRNENSGG...................APYEEGYGQSQEAYQRP 132
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQ.SGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPAQGGM...NVPA....QQGS....WGQP....... 141
NTDB id 1073645 ACI3EV RS00045 WP 337691792.1 EGSIRTRKWQDQATGQDRYATEIRVD....QMQMLGKREGMGGQGGGYGD...........DEGGYGGGYG......GGR 137
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQ.NGQDRYTTEIQGD....VLQMLDSRSSGGDFGGNQGSGWNQAPAQTNYNQGGYSDNYAQNNNFNGGN 153
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NTDB id 1131 NGFG RS05740 WP 003695064.1 AQQSRQPAPDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 AQQSRQPASDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1166 A1552VC RS00795 WP 000168289.1 QQPAKQHQ...PMQQS..APQQYSQPQYNE.PPMDFDDDIPF 177
NTDB id 1073645 ACI3EV RS00045 WP 337691792.1 AAAPRQQA...PMAARPAAAPAAAQPMSDAGGFGDMDDDIPF 176
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ATRPQ...........PAQKPA....AQAEPPMDNFDDDIPF 180
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