
logo MKTKFLAFSRFTYTSFIVVSFLCILFGIGALFLVVSSADSTTS IFAKEPENKANVPTPTXQSVSTAEHPQSTVPVTVMQTQAMQETVTAAQTNTVAKPQTKADVKNVAQSDNKQVLVNINTADTAASE IKQDKSSKLTVGIGEAKKAEQAIVDEQY
NTDB id 1362 HI 1008 AAC22669.1 MKTLF.TSVVLCGALVVSSSFAEEKATXQTAQSVVTTQAEAQVAPAVVSDKLNINTATASEIQKSLTGIGAKKAEAIVQY 79
NTDB id 1073635 ACIX56 RS07660 WP 005599904.1 MKKFARFSISFIIALLSADSIAKPNNPPVSEPTPVVQQMTTTNKTADKQNQVNINTADAAEIKSKLVGIGEKKAQAIVDY 80
NTDB id 1382 A4U84 RS07375 WP 062924234.1 MKKLSRYTFSLLFGLFSATTFAEEKVTTSTEHTPVVMQQVAAT.QKVNANVVNINTATASEIQDKLVGIGAKKAQAIVEY 79
consensus !!** ******* *!******!*** * ** **!* ! * ** * *!!!!!*!*!!* *!*!!!*!!!*!!!*!

logo RTEKHNGAKNF ILXTNAIVEQLLTEVQSGIGKATLEKNREDCR I ITVFILE
NTDB id 1362 HI 1008 AAC22669.1 REKHGNFXNAEQLLEVQGIGKATLEKNRDRIIF. 112
NTDB id 1073635 ACIX56 RS07660 WP 005599904.1 RTKNGAFITIEQLTEVSGIGKATLEKNRERITLE 114
NTDB id 1382 A4U84 RS07375 WP 062924234.1 REKNGKFLNVEQLTEVSGIGKATLEKNRDCIVIE 113
consensus !*!*! !***!!!*!!*!!!!!!!!!!!**!***
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