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NTDB id 475 HSISS4 RS07005 WP 021143809.1 NATLNAANAAAEDWDISN{gVHIW PDYQDPSTYLDIFKTTSSENTKJFMGYDDPNNAAAAQVGLKDYDALLWSAASET DL 559
NTDB id 324 STU RS16140 WP 011226306.1 NTLNAANAAAEDWDISNSV W PDYQDPSTYLDIFKTTSSENTKAFMGYDDPNNAAAAQVGLKDYDALLWSAASETSDL 559
NTDB id 292 STER RS06940 WP 011681419.1 NATLNAANAAAEDWDISNSVGW PDYQDPSTYLDIFKTTSSENTKAFMGYDDPNNAAAAQVGLKDYDALLWSAASETSDL 559
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NTDB id 107352 ACAM22 RS08400 WP 369606677.1 Q 636
NTDB id 475 HSISS4 RS07005 WP 021143809.1 638
NTDB id 324 STU RS16140 WP 011226306.1 639
NTDB id 292 STER RS06940 WP 011681419.1 639
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