
logo MKADEKLFLKRERKSKQRARFNRTAKTERCVAGKYLSRYVLFNDHFVI LFVLLVFLLGFLVALYVQYSQLLKQRHFPEKNHPWSAI LI LFGVLGL IVTLSCVLLLFPLFWGGNIATYMLEAP
NTDB id 107343 ACAM22 RS07985 WP 369606657.1 MKDLFLRRKQAFRKECVGYLRYVLNDHFVLFLLVLLGFLAYQYSQLLQHFPENHWSILLFVGITSVLLFLWGGIATYMEA 80
NTDB id 474 HSISS4 RS07765 WP 418080400.1 MAKLFKERSKRFNARCAKYSRYVFNDHFILVLLFLLGFVLVQYSQLLKHFPKNPWAIILGLLVLCLLLPFWGNIATYLEP 80
NTDB id 482 STER RS07725 WP 011681529.1 MAELFKERSRRFTTRCAKYSRYVFNDHFILVLLFLLGFVLVQYSQLLRHFPKNPWAIILGLLVLCLLLPFWGNIATYLEP 80
consensus !**!!**!***! *!**!*!!!*!!!!*!*!!*!!!!***!!!!!!*!!!*!*!*!*!*******!!**!!*!!!!*!*
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NTDB id 107343 ACAM22 RS07985 WP 369606657.1 PDKLFLLVGEEEIKLHLKRQTGISLVFWLFVQTLFLLLFAPLFLAMGYGLPVFLVYVLLLGVGKYFLFRQKASKFFTETG 160
NTDB id 474 HSISS4 RS07765 WP 418080400.1 ADKHYLLVKEEEVLDHVKKATGRAFRFWVIVQTLIFILVIPLFLALGLPVWGVILVAVAMAILKCFIFQKKAQPFYKQSG 160
NTDB id 482 STER RS07725 WP 011681529.1 ADKHYLLVKEEEVLDHIKKATGRAFRFWVLIQTLIFILVVPLFLALGLPVWGVVLIAVAMAILKYFIFQKKAQPFYKQSG 160
consensus *!!**!!!*!!!***!*!**!!****!!***!!!***!**!!!!!*!****************!*!*!**!!**!****!

logo LDNWDTDKYVAI SAAGQESNKRKQQVSLI LRKFFASLFTQNVKGI STNSSVKRRGAYLDFGI LKARVTQKKVDPKEGKHKYI
TWQYNLYLRSAYFLRNSGDLYVFALSLRLLFLALST

NTDB id 107343 ACAM22 RS07985 WP 369606657.1 LDWDYVISQESKRKQVLLRFFALFTQVKGISNSVKRRAYLDFILKAVQKVPGKIWQNLYLRSYLRNGDLFALSLRLLLLS 240
NTDB id 474 HSISS4 RS07765 WP 418080400.1 LNWTKAIAGENKRQQSILKFFSLFTNVKGITSSVKRRAYLDGILKRTKKDKEHTWYNLYLRAFLRSGDYFALSLRLFALT 240
NTDB id 482 STER RS07725 WP 011681529.1 LNWTDAIAAENKRQQSILKFFSLFTNVKGITSSVKRRGYLDGILKRTKKDKKYTWYNLYLRAFLRSGDYVALSLRLFALT 240
consensus !*!* *!**!*!!*!**!*!!*!!!*!!!!**!!!!!*!!!*!!!***!** *!*!!!!!**!!*!!**!!!!!!**!*
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NTDB id 107343 ACAM22 RS07985 WP 369606657.1 LLAQVFIEQSWIATAVVVLFNYLLLFQLLALYHAFDYQYLTQLFPLDKGQKEKGLQTVVRGLTSLVLVVELVVGLITFQE 320
NTDB id 474 HSISS4 RS07765 WP 418080400.1 LLVIFLVPEKWLAMVLVVVFDYLLLFQLTALKSHFAYQRMANLMPVGKDMQVSNLKRLI...TQIVLVLTLVQAICLFD. 316
NTDB id 482 STER RS07725 WP 011681529.1 LLVIFLVPEKWLAMVLVVVFDYLLLFQLTALKSHFAYQRMANLMPIGKDMQVSNLKRLI...NQIVLVMTLIQALCLFD. 316
consensus !!********!*!***!!*!*!!!!!!!*!!***!*!!****!*!**!******!**** ***!!!**!******!*
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NTDB id 107343 ACAM22 RS07985 WP 369606657.1 KRALLALLGAGLVLLVLYLPYQVKRQMQD 349
NTDB id 474 HSISS4 RS07765 WP 418080400.1 LKFSLILVGIMLVLSLVYLPAKLKKMID. 344
NTDB id 482 STER RS07725 WP 011681529.1 LKFSLILIGVMLVLSLVYLPAKLKKMID. 344
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