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NTDB id 20 SA RS08005 WP 001802022.1 MVLLYQFLLRYKDFLTQWKLYIISAVVLIMVLIGFIFWRQDDYTSRNFENKDTALKQSTSENNSLSKLEDVQVKDGDNSK 80
NTDB id 613 LCA RS05340 WP 231952379.1 .MMWQDYWQRYRRF......WWVPCLVLLGIIAGGFYWHQSQQKQKVTQN...EQLLATS....ASKTKPATKKTHQAAT 66
NTDB id 595 KW2 RS08725 WP 021037687.1 ...MEKILDKLKEY......WKIMLLVVCALIAGGIFYIFTNSPKPAETLSVEN..LSSS....STKSSVSKFNSSSSEK 65
NTDB id 521 SMSK321 RS04960 WP 000443804.1 ...MESIIEKIKEY......KIIVICTGLGLLVGGFFLLKPAPHTPVKETNLQAEVVAISKD..SSTEKDVKKEEKEEPV 69
NTDB id 107335 ACAM22 RS06145 WP 265471425.1 ...MEAIIEKIKEY......KIIVICTGLGLLVGGFFLLKPAPQTPIKETNLQAEVAAISKD..SVSEKEVKKEKNAEPL 69
NTDB id 493 SM12261 RS04300 WP 000387351.1 ...MEAIIEKIKEY......KIIVICTGLGLLVGGFFLLKPAPQTPVKETNLQAEVVAVSKD..SVSEKEVKKEEKEEPL 69
NTDB id 153 SP RS04730 WP 000387344.1 ...MEAIIEKIKEY......KIIVICTGLGLLVGGFFLLKPAPQTPVKETNLQAEVAAVSKD..SSTEKEVKKEEKEEPL 69
NTDB id 263 KZH43 RS04195 WP 000387330.1 ...MEAIIEKIKEY......KIIVICTGLGLLVGGFFLLKPAPQTPVKETNLQAEVAAVSKD..LVSEKEVNKEEKEEPL 69
NTDB id 222 SPD RS04535 WP 000387330.1 ...MEAIIEKIKEY......KIIVICTGLGLLVGGFFLLKPAPQTPVKETNLQAEVAAVSKD..LVSEKEVNKEEKEEPL 69
NTDB id 188 SPR RS04295 WP 000387330.1 ...MEAIIEKIKEY......KIIVICTGLGLLVGGFFLLKPAPQTPVKETNLQAEVAAVSKD..LVSEKEVNKEEKEEPL 69
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NTDB id 20 SA RS08005 WP 001802022.1 NKGPVYVDVKGAVKHPNVYKMTSK.DRVVDLLDKAQ.LLDDADVSRINLSEKLTDQKMIFIPHKGQKNVEPQIEV..... 153
NTDB id 613 LCA RS05340 WP 231952379.1 KKKGGFVDIKGAVVYPGIYPITVSETRLFEVLKNAGGPTDAADTKRLNLAQKLTDQLIIYIPKKGEVVTDQELIQAPQQI 146
NTDB id 595 KW2 RS08725 WP 021037687.1 NKNEIMVDLKGAVAKPNVYQISSD.ERLVDLIRQAGGFTDQADQKSINLSAKLKDEEVIYVPKVGESSSSESTD...... 138
NTDB id 521 SMSK321 RS04960 WP 000443804.1 EQDLITVDVKGAVKSPGIYDLSVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEESASQHTG...... 142
NTDB id 107335 ACAM22 RS06145 WP 265471425.1 EQDLITVDVKGAVKAPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEVASQQTT...... 142
NTDB id 493 SM12261 RS04300 WP 000387351.1 EQDLITVDVKGAVKSPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAASQQAG...... 142
NTDB id 153 SP RS04730 WP 000387344.1 EQDLITVDVKGAVKSPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQTG...... 142
NTDB id 263 KZH43 RS04195 WP 000387330.1 EQDLITVDVKGAVKSPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQTG...... 142
NTDB id 222 SPD RS04535 WP 000387330.1 EQDLITVDVKGAVKSPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQTG...... 142
NTDB id 188 SPR RS04295 WP 000387330.1 EQDLITVDVKGAVKSPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQTG...... 142
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NTDB id 20 SA RS08005 WP 001802022.1 .............NSVHVKNGNTNNTKVNLNTASVSELMSVPGVGQAKANAIVEYRNQQGAFQEIDDLKKVKGFGSKTFD 220
NTDB id 613 LCA RS05340 WP 231952379.1 ATTSERTQEQASTGTSANASSTSDTAKIDLNQADSTQLQTLNGIGPKKAEQIIAYRDEQGKFKQIEDLQKVGGIGPKTFE 226
NTDB id 595 KW2 RS08725 WP 021037687.1 .........SPTGSSVSNQISTTSGPKVNINKADLTELQKLTGIGQKKAQDIIDFRMKNGDFKSIEDLGKVSGFGDKTLE 209
NTDB id 521 SMSK321 RS04960 WP 000443804.1 .........SGAP......SSTSKDKKINLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGAKTIE 207
NTDB id 107335 ACAM22 RS06145 WP 265471425.1 .........SGTA......SSTSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGAKTIE 207
NTDB id 493 SM12261 RS04300 WP 000387351.1 .........PGTA......SSTSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGAKTIE 207
NTDB id 153 SP RS04730 WP 000387344.1 .........SGTA......SSTSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIE 207
NTDB id 263 KZH43 RS04195 WP 000387330.1 .........LGTA......SSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIE 207
NTDB id 222 SPD RS04535 WP 000387330.1 .........LGTA......SSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIE 207
NTDB id 188 SPR RS04295 WP 000387330.1 .........LGTA......SSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIE 207
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NTDB id 20 SA RS08005 WP 001802022.1 KLKSYFTI. 228
NTDB id 613 LCA RS05340 WP 231952379.1 QLQSQICVN 235
NTDB id 595 KW2 RS08725 WP 021037687.1 KLKDEISID 218
NTDB id 521 SMSK321 RS04960 WP 000443804.1 KLKDYVTVD 216
NTDB id 107335 ACAM22 RS06145 WP 265471425.1 KLKDYVTVD 216
NTDB id 493 SM12261 RS04300 WP 000387351.1 KLKDYVTVD 216
NTDB id 153 SP RS04730 WP 000387344.1 KLKDYVTVD 216
NTDB id 263 KZH43 RS04195 WP 000387330.1 KLKDYVTVD 216
NTDB id 222 SPD RS04535 WP 000387330.1 KLKDYVTVD 216
NTDB id 188 SPR RS04295 WP 000387330.1 KLKDYVTVD 216
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