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NTDB id 518 SMSK321 RS11040 WP 000413917.1 MEKMKKQIRVLLLFTIFGISSCSCLSLSTWALMLNQNCFYYLVGMLLLASIGSGINYYSGQRNQSYSVFK.EDKQQFLYS 79
NTDB id 107307 ACAM22 RS01130 WP 049520987.1 ....MKSMRILFLLALIQISLSSCFLWKECILSFKQSTAFFIGSMVFVSGICAGVNYLYTRKQEVHSVLASKQSVKLFYS 76
NTDB id 212 SPD RS09290 WP 000839908.1 ....MKSMRILFLLALIQISLSSCFLWKECILSFKQSTAFFIGSMVFVSGICAGVNYLYTRKQEVHSVLASKKSVKLFYS 76
NTDB id 178 SPR RS08850 WP 000839908.1 ....MKSMRILFLLALIQISLSSCFLWKECILSFKQSTAFFIGSMVFVSGICAGVNYLYTRKQEVHSVLASKKSVKLFYS 76
NTDB id 142 SP RS09775 WP 000839908.1 ....MKSMRILFLLALIQISLSSCFLWKECILSFKQSTAFFIGSMVFVSGICAGVNYLYTRKQEVHSVLASKKSVKLFYS 76
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NTDB id 518 SMSK321 RS11040 WP 000413917.1 LLLLVNILGLALIVIDHILAGNASVEGFVEAFLPSFFFLFGIDLLVFLPIQKYVNGLKKILGKKKICFISGLAILIFLRN 159
NTDB id 107307 ACAM22 RS01130 WP 049520987.1 ILLLINLLGAVLVLSDNLFIKNTLQQELVDFLLPSFFFLFGLDLLIFLPLKKYMRDLLAMLDRKKTVLVTILATLLFLRN 156
NTDB id 212 SPD RS09290 WP 000839908.1 MLLLINLLGAVLVLSDNLFIKNTLQQELVDFLLPSFFFLFGLDLLIFLPLKKYVRDFLAMLDRKKTVLVTILATLLFLRN 156
NTDB id 178 SPR RS08850 WP 000839908.1 MLLLINLLGAVLVLSDNLFIKNTLQQELVDFLLPSFFFLFGLDLLIFLPLKKYVRDFLAMLDRKKTVLVTILATLLFLRN 156
NTDB id 142 SP RS09775 WP 000839908.1 MLLLINLLGAVLVLSDNLFIKNTLQQELVDFLLPSFFFLFGLDLLIFLPLKKYVRDFLAMLDRKKTVLVTILATLLFLRN 156
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NTDB id 518 SMSK321 RS11040 WP 000413917.1 PWMLLSMTFYITLGMLFLGLLVPKVIRWEVSFYSHLMRDILLVVFLLFLF 209
NTDB id 107307 ACAM22 RS01130 WP 049520987.1 PMTIVSLLMYIGLGLFFAAYLVPNSVKKEVSFYGHIFRDLVLVIATLIFF 206
NTDB id 212 SPD RS09290 WP 000839908.1 PMTIVSLLIYIGLGLFFAAYLVPNSVKKEVSFYGHIFRDLVLVIVTLIFF 206
NTDB id 178 SPR RS08850 WP 000839908.1 PMTIVSLLIYIGLGLFFAAYLVPNSVKKEVSFYGHIFRDLVLVIVTLIFF 206
NTDB id 142 SP RS09775 WP 000839908.1 PMTIVSLLIYIGLGLFFAAYLVPNSVKKEVSFYGHIFRDLVLVIVTLIFF 206
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