logo

NTDB id 374 SMU RS06885 WP 002262930.1

NTDB id 1417 SGL RS04200 WP 014407071.1
NTDB id 107269 RE428 RS23400 WP 004579735.1
NTDB id 1047 HON27 RS03110 WP 000389061.1
consensus

logo

NTDB id 374 SMU RS06885 WP 002262930.1

NTDB id 1417 SGL RS04200 WP 014407071.1
NTDB id 107269 RE428 RS23400 WP 004579735.1
NTDB id 1047 HON27 RS03110 WP 000389061.1
consensus

logo

NTDB id 374 SMU RS06885 WP 002262930.1

NTDB id 1417 SGL RS04200 WP 014407071.1
NTDB id 107269 RE428 RS23400 WP 004579735.1
NTDB id 1047 HON27 RS03110 WP 000389061.1
consensus

logo

NTDB id 374 SMU RS06885 WP 002262930.1

NTDB id 1417 SGL RS04200 WP 014407071.1
NTDB id 107269 RE428 RS23400 WP 004579735.1
NTDB id 1047 HON27 RS03110 WP 000389061.1
consensus

L RS

y
ITEIRIILIMEIRIEL EVAKE
V
F
*

e WK B s T g5 K@&Es i

DIMPR | GYIAYCIY SDPK
DIMMPRLDG Y[N}N NST

DIMMPRLDGY[a}N SQN
Pokokok Dokokok |k skokokokokok

IFMYLK v DDSKTIRRTNETLLE EGCEVITAWDGFEALSKIAEMNPD
TSI

V
N V DDSKTIRRTIMETLLKKNGCEVITAWDGF AL KIA W PD VF

Vi

*

Hookok | kokokokokokk kKK | kokok | kKKK |

Q\T/ \u/ LSiKDE‘EFDQFPF IEE\Q/ iDEY K FéKQH.L l\LﬁAuLSﬁXEﬁIESAVAEENAS |PEI 1 1CDLQILPDAFVA

H{ZE ]S Eig)A v I[¢L e ADBNARYI3E N RGN A REE AR TR ITESAVAEENASGIPEIIIGDLQILPDAFVA
NVPVIMQSSKGEEFD FWEMRQ[EAPDIANE EKPFQPMEL GERBSOT N . . . .. ... ...
JQ§PVIMLSSKDGIREDKAKGR VGBDNYLTKPFSKDELLNTI Q

N PVIMLSSKDGIRE D AKGR VGND YLTKPESKDEL NI  H ]
kok Dok D lsk Dok Dok D Dskskok Dok | Dok Dok DD Dok | D skoskokok

KKRCTEVELTHREFELLHHLATHTCQV TREHLLETVWCYDYFCDVRTVDVTVRRLREKITEDTPSRPEY | LTRRGVEYY
KKRGTEVELTHREFELLHHLATHTGQVMTREHLLETVWGYDYFGDVRTVDVTVRRLREKIEDTPSRPEYILTRRGVGYYM

KSYD

KSYD 235
121
130
127

non conserved
similar
>507% conserved

(> JES

151
121
130
127

231
121
130
127



