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NTDB id 1014 ACIAD RS13855 WP 004924483.1 .....MSIRHFFTFFWATLLTLFSMQIVFAQGFDQQYDAWKTQQKAHDTRLNSSASHHSLSKPTQQSGTGVKVNINSATA 75
NTDB id 1242 Cj0011c YP 002343483.1 .......MKKLLFLFFA...............................................LTAFLFGAVNINTATL 26
NTDB id 1362 HI 1008 AAC22669.1 .......MKTLFTSVVLCGA.LVV.....SSSFAEEKATXQTAQ.........SVVTTQAEAQVAPAVVSDKLNINTATA 58
NTDB id 107254 RE428 RS05060 WP 004580891.1 .......MKLLISAFFVITT.LFS.....GFALADATAP......................A.EPAATAAAQVNINTADA 44
NTDB id 1159 ABDM36 RS04765 WP 001166105.1 MQIKTKIVTLFLSLCLPTL....P.....LLANAEETAP..A...................A.QVEEGIVITVNINTASA 49
NTDB id 1150 A1552VC RS08580 WP 001166105.1 MQIKTKIVTLFLSLCLPTL....P.....LLANAEETAP..A...................A.QVEEGIVITVNINTASA 49
NTDB id 1294 VP RS04495 WP 021449594.1 .......MKWILTLCLVVF....A.....PLSLAA..DT..K...................A.DKYEGIEITVNINTASA 40
NTDB id 1395 DSB67 RS04445 WP 010649155.1 .......MKWMLTLCLLIL....A.....PMSWAE.TKT..K...................A.DKYEGIEITVNVNSATA 41
consensus ** **** * ** * ** * *!*!*!**
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NTDB id 1014 ACIAD RS13855 WP 004924483.1 KELQ.QLHGVGEKKALAIVEYRQQYGKFASVDDLQKVKGIGPKFIEKNRDRLAI. 128
NTDB id 1242 Cj0011c YP 002343483.1 KELK.SLNGIGEAKAKAILEYRKE.ANFTSIDDLKKVKGIGDKLFEKIKNDITIE 79
NTDB id 1362 HI 1008 AAC22669.1 SEIQKSLTGIGAKKAEAIVQYREKHGNFXNAEQLLEVQGIGKATLEKNRDRIIF. 112
NTDB id 107254 RE428 RS05060 WP 004580891.1 KTLA.KLDGIGESKAQAIIDFRDANGPFASVADLTKVKGIGERTLEQNQAVITVQ 98
NTDB id 1159 ABDM36 RS04765 WP 001166105.1 EELATLLKGIGLKKAQAIVDYREANGPFTHIDDLTNVKGIGEATVRNNAARILL. 103
NTDB id 1150 A1552VC RS08580 WP 001166105.1 EELATLLKGIGLKKAQAIVDYREANGPFTHIDDLTNVKGIGEATVRNNAARILL. 103
NTDB id 1294 VP RS04495 WP 021449594.1 EEIATMLKGIGEKKAQSIVDYRTEHGPFKTAADLTNVKGIGEATIKKNEDRILL. 94
NTDB id 1395 DSB67 RS04445 WP 010649155.1 QEIATLLIGIGEKKAQDIVEYRNEHGPFKTAADLTKVKGIGEATVRKNEDRILL. 95
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X non conserved

X similar

X ≥ 50% conserved


