
logo

MNNQRRLVVKKSL
M
G
NSGRLSTMYMKNRQHKVIAFI LARMRIQLFGIS ILMI

G
T
A
S
V
A
L
S
A
Y
I
LAAGI LMF

V
S
Q
A
L
M
S

G
P
V
A
L
Y
A
A
L
S
L
Q
K
A
A
D
Q
A
N
V
A
D
S
I
M
L
E
N
I
T
D
K
S
N
L
I
V
D
K
V
F
P
V
A
T
L
M
A
N
S
P
Q

I
L
A
P
E
G
D
N
Q
R
G
V
T
R
E
L
V
I
K
T
D
R
F
L
V
T
M
QFDSNEKGTLPVLPAKPQALQPRTAQGSAFYI

T
Q
I
T
L
Q
E

NTDB id 1284 ACE17W RS12370 WP 010946666.1 ...................MRKIIAILILISAS...LSMAYSKDNSLISVKVLPLPENRVRIDFQFSKPLKQLPASFITQ 58
NTDB id 1257 GCO85 RS04855 WP 163621000.1 ...................MRKIIAILILISAS...LSLAYSKDNSLISVKVLPLPENRVRIDFQFSKPLKQLPASFITQ 58
NTDB id 1009 ACIAD RS15175 WP 004923730.1 ...................MKQIIRQFSIGTVAYAIMQ.VASAQVAITNVVPMNIPGQGTEIRVMFNGLPP.QPQAYQLE 59
NTDB id 1039 H0N27 RS01460 WP 031993779.1 ...................MNHVFRQFSMGAVAIAIMQ.AASAQVSMTNIVPMQIAGQGTEIRVMFNGLPP.QPQAYQLE 59
NTDB id 1052 ABD1 RS15850 WP 001017033.1 ...................MNHVFRQFSMGAVAIAIMQ.AASAQVSMTNIVPMQIAGQGTEIRVMFNGLPP.QPQAYQLE 59
NTDB id 107252 RE428 RS04800 WP 040882496.1 MNNQRRLVVKKSLGSRLTMYRKIALMFGM..AAL.GMVSGLAQAVSLNDVDFTSLPGDGTEVTLTFDGTPP.QPTGYTIE 76
NTDB id 1193 PAKAF RS26665 WP 003161249.1 ............MNSGLS.......RLGI..ALLAAMFAPALLAADLEKLDVAALPGDRVELKLQFDEPVA.APRGYTIE 58
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NTDB id 1284 ACE17W RS12370 WP 010946666.1 KPPRLVLDFISTDMQIPSDQKTKTIQLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTAGSIYSLVLNGKSNDLFENSKE 138
NTDB id 1257 GCO85 RS04855 WP 163621000.1 KPPRLVLDFISTDMQIPSDQKTKTIQLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTAGSVYSLVLNGKSNDLFENSKE 138
NTDB id 1009 ACIAD RS15175 WP 004923730.1 QPARLILDFDKAGQKLA..KSLIPVTTNEASSIDVSSDDKRARVVVNLKDAGAFTTRVEGNVFILKINNIQSTATPV... 134
NTDB id 1039 H0N27 RS01460 WP 031993779.1 NPSRLILDFDKAQQGLK..QSKISVATNEASSVDVTSDDQRSRLTVNLKDTGAFTTRVEGNTFILKINSAQTSNKPL... 134
NTDB id 1052 ABD1 RS15850 WP 001017033.1 NPSRLILDFDKAQQGLK..QSKISVATNEASSVDVTSDDQRSRLTVNLKDAGAFTTRVEGNTFILKINSAQTSNKPL... 134
NTDB id 107252 RE428 RS04800 WP 040882496.1 RPARIAVDLRNTQNALE..NRSVSLGGGNAQSMTVVETDDRTRLIFNLVELVPYSTDVSGNTVTLRIGGEGSGGSSAKAS 154
NTDB id 1193 PAKAF RS26665 WP 003161249.1 QPARIALDLPGVQNKLG..TKNRELSVGNTRSVTVVEAKDRTRLIINLTTLSSYTTRVEGNNLFVVVGNSPAGASVASTA 136
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NTDB id 1284 ACE17W RS12370 WP 010946666.1 .............VFITNQVVNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYD 205
NTDB id 1257 GCO85 RS04855 WP 163621000.1 .............VFITNQVVNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYD 205
NTDB id 1009 ACIAD RS15175 WP 004923730.1 ................ATSAPAPQQGIGNIGFQRGAQGEGLVVIDLQGTNTPVDVQQQGSKVVVRFPGIKIPTHLARRLN 198
NTDB id 1039 H0N27 RS01460 WP 031993779.1 ................PVVS.AQPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLN 197
NTDB id 1052 ABD1 RS15850 WP 001017033.1 ................PVVS.AQPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLN 197
NTDB id 107252 RE428 RS04800 WP 040882496.1 SNQAM........PASSTSSSVKGEAVTNVDFRRGANGEGRIIVTLSNPGIPVDLSETGGRIRLVLDDAQVPEQLRRRLD 226
NTDB id 1193 PAKAF RS26665 WP 003161249.1 PVKASPAPASYAQPIKPKPYVPAGRAIRNIDFQRGEKGEGNVVIDLSDPTLSPDIQEQGGKIRLDFAKTQLPDALRVRLD 216
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NTDB id 1284 ACE17W RS12370 WP 010946666.1 VSDFHSPVQIITMQQEGKKVRMTILSKGDYGHFVYQVNKQFMVDVFPLTAEEIRQAKLKKQVFTGKRISLNFQNISIRAV 285
NTDB id 1257 GCO85 RS04855 WP 163621000.1 VSDFHSPVQIITMQQEGKKVRMTILSKGDYGHFVYQVNKQFMVDVFPLTAEEIRQAKLKKQVFTGKRISLNFQNISIRAV 285
NTDB id 1009 ACIAD RS15175 WP 004923730.1 TTDFATPVASIDSYNDGSNGVISIQSTGSYEYMAYQAENKLTISLKRPQDN.VRLNSKNNQNYTGKKISLDFQDIEVRRV 277
NTDB id 1039 H0N27 RS01460 WP 031993779.1 VNDFATPVSSIDAYNDKGVGVITIQSSGSYEYMAYQAENKLTISLKRPQDK.NVTSLYKTPNYSGNKLSLDFQDIEVRRV 276
NTDB id 1052 ABD1 RS15850 WP 001017033.1 VNDFATPVSSIDAYNDKGVGVITIQSSGSYEYMAYQAENKLTISLKRPQDK.NVTSLYKTPNYSGNKLSLDFQDIEVRRV 276
NTDB id 107252 RE428 RS04800 WP 040882496.1 VTDFATPVTRVDTFMQGDDAVIEIRPEGDYDYLAYQADNEFTVSVEPLTQEEAESRREEKFPYSGEKLSLNFQDIEVRSV 306
NTDB id 1193 PAKAF RS26665 WP 003161249.1 VKDFATPVQFVNASAQSDRTSITIEPSGLYDYLVYQTDNRLTVSIKPMTTEDAERRKKDNFAYTGEKLSLNFQDIDVRSV 296
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NTDB id 1284 ACE17W RS12370 WP 010946666.1 LQLLADFTGINMVVSDKVQGDITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEP 365
NTDB id 1257 GCO85 RS04855 WP 163621000.1 LQLLADFTGINMVVSDKVQGDITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEP 365
NTDB id 1009 ACIAD RS15175 WP 004923730.1 LQLLADFTNINMVTADSVQGNITLHLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVSELIKSEEDEAKAIAQSTKLAP 357
NTDB id 1039 H0N27 RS01460 WP 031993779.1 LQLLADFTGINMVAADSVQGNITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAP 356
NTDB id 1052 ABD1 RS15850 WP 001017033.1 LQLLADFTGINMVAADSVQGNITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAP 356
NTDB id 107252 RE428 RS04800 WP 040882496.1 LQLIADFTGLNLVASDTVSGSITLRLQNVPWDQALDLILKTKGLDKRQIGNVLLVAPADEIAARERLELETSKQIAELAP 386
NTDB id 1193 PAKAF RS26665 WP 003161249.1 LQLIADFTDLNLVASDTVQGNITLRLQNVPWDQALDLVLKTKGLDKRKLGNVLLVAPADEIAARERQELEAQKQIAELAP 376
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NTDB id 1284 ACE17W RS12370 WP 010946666.1 IRSDLIQINYAKAADIAVLIKDK...............................QNSLLSDRGKISVDARTNTIWIQDTG 414
NTDB id 1257 GCO85 RS04855 WP 163621000.1 IRSDLIQINYAKAADIAVLIKDK...............................QNSLLSDRGKISVDARTNTIWIQDTG 414
NTDB id 1009 ACIAD RS15175 WP 004923730.1 LQTEYILLKYAKAADIEKLITQGRNSGTSNSN.........TNGSATVEPLGDSVGTLLSPRGTISLDPRTNTLIINDTS 428
NTDB id 1039 H0N27 RS01460 WP 031993779.1 LQTEYIQLKYAKAGDIMGLITQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTA 436
NTDB id 1052 ABD1 RS15850 WP 001017033.1 LQTEYIQLKYAKAGDIMGLITQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTA 436
NTDB id 107252 RE428 RS04800 WP 040882496.1 VRLDIIQVNYAKAADIVALIQAD................................EELISGRGFISSDARTNTISVRETA 434
NTDB id 1193 PAKAF RS26665 WP 003161249.1 LRRELIQVNYAKAADIAKLFQSVTSDGG..........................QEGKEGGRGSITVDDRTNSIIAYQPQ 430
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NTDB id 1284 ACE17W RS12370 WP 010946666.1 TKIEEVRELIKQLDIPVKQVLIEARIVEVTKDFSQDIGIRWGVSRPTHL..SGTLEGANE....LAR.........GTAP 479
NTDB id 1257 GCO85 RS04855 WP 163621000.1 TKIEEVRELIKQLDIPVKQVLIEARIVEVTKDFSQDIGIRWGVSRPTHL..SGTLEGANE....LAR.........GTAP 479
NTDB id 1009 ACIAD RS15175 WP 004923730.1 QKIDQIRKMIDLLDIPVKQVMIEARIVRATTSFSKEMGVKWGILSQGINQNSNLLVGGSETTLWNLRNPDSN.....GTY 503
NTDB id 1039 H0N27 RS01460 WP 031993779.1 QSIDQIRKMIDLLDVQVKQVMVEARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGSETTLWNLREPKKDETTGGYKY 516
NTDB id 1052 ABD1 RS15850 WP 001017033.1 QSIDQIRKMIDLLDVQVKQVMVEARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGSETTLWNLREPKKDETTGGYKY 516
NTDB id 107252 RE428 RS04800 WP 040882496.1 EKLEEIRRLVNTWDIPVRQVSIEARIVRAQTNVAESLGIQWGGAAYDVSGDNVFSVGGSQGAVEEAR.....DAAGGGSG 509
NTDB id 1193 PAKAF RS26665 WP 003161249.1 ERLDELRRIVSQLDIPVRQVMIEARIVEANVGYDKSLGVRWGGAYHKG.NWSGYGKDGNIGIKDEDG.....MNCGPIAG 504
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NTDB id 1284 ACE17W RS12370 WP 010946666.1 ANVVP.....LERRLNLDLAAAPLTGATPASVGIALAKLN.DNILLDLELSALESEGRAELISSPRLITTNQQAAVIESG 553
NTDB id 1257 GCO85 RS04855 WP 163621000.1 ANVVP.....LERRLNLDLAAVPLTGATPASVGIALAKLN.DNILLDLELSALESEGRAELISSPRLITTNQQAAVIESG 553
NTDB id 1009 ACIAD RS15175 WP 004923730.1 TI.......ERPDNLNVDLGV.....TTTGASSIAFGLISLSDFMLDLELSALQADGYGEVISTPKVMSADKQKAKVATG 571
NTDB id 1039 H0N27 RS01460 WP 031993779.1 TI.......ERPDNLNVDLGV.....SNP.AGSIAFGLISMSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATG 583
NTDB id 1052 ABD1 RS15850 WP 001017033.1 TI.......ERPDNLNVDLGV.....SNP.AGSIAFGLISMSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATG 583
NTDB id 107252 RE428 RS04800 WP 040882496.1 DISFPGA.......LAVDLGV.....TGNGASSFAFGWAS.DDFLVDLELSALETDGKAEVVSQPRVVTADRQTASIKSG 576
NTDB id 1193 PAKAF RS26665 WP 003161249.1 SCTFPTTGTSKSPSPFVDLGA......KDATSGIGIGFIT.DNIILDLQLSAMEKTGNGEIVSQPKVVTSDKETAKILKG 577
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NTDB id 1284 ACE17W RS12370 WP 010946666.1 EEIPYQEATSSGAT...AVAFKKAVLSLKVTPQITPDGKILMDLQINQDTPS.PQTFLGVPAIITKEIQTNVLVNNGQTI 629
NTDB id 1257 GCO85 RS04855 WP 163621000.1 EEIPYQEATSSGAT...AVAFKKAVLSLKVTPQITPDGKILMDLQINQDTPS.PQTFLGVPAIITKEIQTNVLVNNGQTI 629
NTDB id 1009 ACIAD RS15175 WP 004923730.1 VEVPYQSTTNSAAGSTATTSFKEALLSLEVTPNITPDGKILMELNIANDSIN.SYAQNGEAILNKNTINTNVLVNNGETV 650
NTDB id 1039 H0N27 RS01460 WP 031993779.1 QQVPYQSTTNSAAGSTATTSFKDALLSLNVTPSITPDGKIQMKLDISKDSVA.GAAPNGELILNKNNINTNVLVDNGETV 662
NTDB id 1052 ABD1 RS15850 WP 001017033.1 QQVPYQSTTNSAAGSTATTSFKDALLSLNVTPSITPDGKIQMKLDISKDSVA.GAAPNGELILNKNNINTNVLVDNGETV 662
NTDB id 107252 RE428 RS04800 WP 040882496.1 EEIPYQEASSSGAT...SVSFKEAVLSLEVTPQITPDNKIIMDLVVNQDSR..GEVTAGIPAINTNEVTTQVLVADGETV 651
NTDB id 1193 PAKAF RS26665 WP 003161249.1 SEVPYQEASSSGAT...STSFKEAALSLEVTPQITPDNRIIVEVKVTKDAPDYQNMLNGVPPINKNEVNAKILVNDGETI 654
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NTDB id 1284 ACE17W RS12370 WP 010946666.1 VLGGIYKQDKNKVINRIPFFGELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1257 GCO85 RS04855 WP 163621000.1 VLGGIYKQDKNKVINRIPFFGELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1009 ACIAD RS15175 WP 004923730.1 VLGGVFEQTTNNAVTKVPFLGDLPYVGRLFKKTAKSEAKNELLIFVTPRIVNDTIVGNH.......... 709
NTDB id 1039 H0N27 RS01460 WP 031993779.1 ILGGVFEQTTMNSQTKVPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 1052 ABD1 RS15850 WP 001017033.1 ILGGVFEQTTMNSQTKVPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 107252 RE428 RS04800 WP 040882496.1 VLGGIFQSEVATNITKTPFLGDIPYIGRLFKRTENIDERSELLIFITPSIMRGELIN............ 708
NTDB id 1193 PAKAF RS26665 WP 003161249.1 VIGGVFSNEQSKSVEKVPFLGELPYLGRLFRRDTVTDRKNELLVFLTPRIMNNQAIAIGR......... 714
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