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NTDB id 1306 DR RS10060 WP 027479822.1 DQLREALQVQAREGKVKPLGEVITELGFASPDEVDSALQKQNVGGGRLEDTLVQS..GKLSPEMLAR.......SLAAQL 388
NTDB id 1028 TT RS08215 WP 011173991.1 EALKEALEVQKGLPRAKPLGEILVELGLARPEDVEEALQKQRRGGGRLEDTLVQS..GKLRPEALAQ.......AVATQL 388
NTDB id 1410 SGL RS13950 WP 010873519.1 SSSSKKSRAVALRNYFSPFGNKLVAGGHVDAEQLRQALVQVKKTGRSLPEELKAVTGRELSPELLRQYKKNQLFELKVLY 83
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ..............MLTNLVAILRQAELISATQEQAVVTQVSASGTSVPEALLEL..SIFHAQELTE.......QLSHIF 57
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ..............MLTNLSTVLRQAGILTFSQEESLLEQVKASGISMPEALLSS..GFFQSHELTE.......HLSSVF 57
NTDB id 1293 VP RS12240 WP 005479695.1 ..............MHSNLSTILRQKGLLTFSQEESLIEQVKASGISMPEALLSS..GFFTSSELAE.......HLSSIF 57
NTDB id 1110 NGFG RS09235 WP 003689817.1 ..............MSVGLLRILVQNQVVTVEQAEHY.YNESQAGKEVLPMLFSD..GVISPKSLAA.......LIARVF 56
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ......MSALHTSPKFTGFFRRLVEEKHVSAATMQTALDAAKRAKQDTVAYLIEE..VHLSPSLLAE.......TISAEF 65
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ......MSAFTTPPKFSGFIRRLVEEGYVNAQNMQQALEKAKKFKQDIVPYLIDN..FSISPLTIAE.......IISLEF 65
NTDB id 1072229 ACI537 RS03700 WP 404983616.1 ........MPQSDQTLKGFAARLVESGLLEPQAALLAEQEANEAGESLLLHVITH..GLASAREATL.......VAAWEY 63
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ......MALATEEYRLQGIGQLLVLEKLLDKTKAIELHKLAAAEKISLLQYIVKN..KILSAEQIAL.......TAAQNF 65
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NTDB id 1306 DR RS10060 WP 027479822.1 GYEFLDPIQNPPDPKVA.....LMIPEATARRYVVVPVRLQ...GNSLVVAMKDPRNVFALDDLKLITG.....KEILPA 455
NTDB id 1028 TT RS08215 WP 011173991.1 GYPYVDPEEDPPDPGAP.....LLLPEDLCRRYGVFPHRLE...GNRLVLLMKDPRNILALDDVRLALKRKGLNYEVAPA 460
NTDB id 1410 SGL RS13950 WP 010873519.1 GVDSVDPEVAPIATQQMAELIGRFFPLDTCRRFKFLPLAQQEGDPPSVLVAMVDPDNLAAQDELNRILRVKG..FELRRL 161
NTDB id 1168 A1552VC RS11070 WP 000957200.1 GLPETDLSRYDYANLCQ.....QLGLRELITRYDALPIAKQ...GNLLLLAVSDPTLLQAEEEF...RFATG..LQVELA 124
NTDB id 1401 DSB67 RS12665 WP 010643259.1 GLSCTSLNQYEYASLCQ.....TLGLRDLITRHNALPLNRT...SSTLILAVADPTNLQAEDDF...RFATG..LQVELV 124
NTDB id 1293 VP RS12240 WP 005479695.1 GLSQPELSQYEYASLCQ.....QLGLRELITRHNALPLHRT...PSTLLLAVADPTNQQAEDDF...RFATG..LQVELV 124
NTDB id 1110 NGFG RS09235 WP 003689817.1 SYSILDLRHYPRHRVLM.....GVLTEEQMVEFHCVPVFRR...GDKVFFAVSDPTQMPQIQKT...VSAAG..IAVELV 123
NTDB id 1058 ABD1 RS01615 WP 001274986.1 AEPYFDLDVYDTSQIPK.....DLVDQKLILKHRILPLIQR...GQILYVATSNPSNIEAIDAI...RFNSK..LLVEPV 132
NTDB id 1018 ACIAD RS01685 WP 004920473.1 GEPLLDLGVFDPALFLK.....DKIDEKLIQKYRIMPLVHR...GHVLYVATSNPTNIEAMDAI...RFNSK..LKVEPI 132
NTDB id 1072229 ACI537 RS03700 WP 404983616.1 GLPYVDLDAIRIDSLPSI....DELPEKVLRKLGVLPLYRR...EHRLTVGVPSPSTLTHLDEL...QFATG..LSIESV 131
NTDB id 1251 GCO85 RS07725 WP 011946523.1 GVPMLDINCIDVGTIPV.....NLVNEKLIKRHAMVPLFSR...GTNLYLATDDPSKQASLKEI...QFHTG..LNTHAI 132
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NTDB id 1306 DR RS10060 WP 027479822.1 VMAEKDIIRLIERYFGEKGFEKLNKELAERN.......................KTQQSQEADLSVADESAIVQVVDSII 512
NTDB id 1028 TT RS08215 WP 011173991.1 VATEAAITKLIERFYGKAELSEIAKEFAKKQ.......................AEEEV..PSPLELDESAAQKFVKQVI 515
NTDB id 1410 SGL RS13950 WP 010873519.1 VVTQDDFNQLLEQYYAIREEWEAAQEKRDQERALDKLNDLTDIVGSIDMNLGEDKEDVDNALDSNDANQAPVINLVNKIL 241
NTDB id 1168 A1552VC RS11070 WP 000957200.1 LADHRALQAAIRRLYGRSIQGAANQGKEISQDELA............NLVKVS..DDELQSIEDLSQDDSPVSRFINQVL 190
NTDB id 1401 DSB67 RS12665 WP 010643259.1 LADFRELTAAIRRLYGRSLGQEKSGLKEINQDELA............GLVDIG..EDEIENIEDLSQDESPVSRYINQIL 190
NTDB id 1293 VP RS12240 WP 005479695.1 LADFRELSTAIRRLYGRSLSHEKSGLKEINQEELA............SLVDVG..ADEIDNIEDLSQDESPVSRYINQIL 190
NTDB id 1110 NGFG RS09235 WP 003689817.1 IVEDDQLAGLLDWVGSRSTS.LLQELGEGQE.E.....................EESHTLYIDNEEAEDGPVPRFIHKTL 180
NTDB id 1058 ABD1 RS01615 WP 001274986.1 IVEHHKLEKVLGQHFAEESSFDFND.....E.EFD...........LDVNLDG.PTAQEDEEEAPQGDEAPIVKYINKLL 194
NTDB id 1018 ACIAD RS01685 WP 004920473.1 IVEHDKLERLLSEHFVEETHFNFDT.....E.ELD...........LDVEVDP.HTTDDDDEDDKLKDEAPIVKYINKLL 194
NTDB id 1072229 ACI537 RS03700 WP 404983616.1 LVAADQLAPALEQYLEAGEESAMDMLSEDGE.ALD............GLEFEGEEDNNHDMAITANSDDAPVVRFVHKVL 198
NTDB id 1251 GCO85 RS07725 WP 011946523.1 VVETDKLSALIDNLLTAKESQGLSEYVEDSG.DLE............GLEISADDEDQDIDTATSVTDDAPIVKFVNKIL 199
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NTDB id 1306 DR RS10060 WP 027479822.1 REAALQDASDIHIETTEDAVKVRYRIDGALREQNSF.PKGAAQQIMARLKIMGHLDIAERRVPQDGRVRF..KKGSIDLD 589
NTDB id 1028 TT RS08215 WP 011173991.1 REAFLQDASDIHIEPRQNDVQVRLRIDGALRPYSTL.PKGALNAVISVVKIMGGLNIAEKRLPQDGRVRY..REGAIDVD 592
NTDB id 1410 SGL RS13950 WP 010873519.1 AKALQEGTSDIHVEPQEETLRIRFRKDGVLNQAFDPLPRKITPAVVARFKIMADMDIAERRSPQDGKIRRIYQ..GRKVD 319
NTDB id 1168 A1552VC RS11070 WP 000957200.1 LDAVRKGASDIHFEPYENQYRIRLRCDGILVETQQP.ASHLSRRLAARIKILSKLDIAERRLPQDGRIKLRLSR.DTAID 268
NTDB id 1401 DSB67 RS12665 WP 010643259.1 LDAVRKGASDIHFEPYENMYRVRLRCDGILIEIQQP.PSHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ.DTAID 268
NTDB id 1293 VP RS12240 WP 005479695.1 LDAVRKGASDIHFEPYEKMYRVRLRCDGILIETQQP.PNHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ.DTAID 268
NTDB id 1110 NGFG RS09235 WP 003689817.1 SDALRSGASDIHFEFYEHNARIRFRVDGQLREVVQP.PIAVRGQLASRIKVMSRLDISEKRIPQDGRMQLTFQKGGKPVD 259
NTDB id 1058 ABD1 RS01615 WP 001274986.1 IDAIRMGASDLHFEPYEKSYRVRYRVDGVLRQIANP.PLQLANRLASRLKVMSQMDISEKRVPQDGRIKLKLSK.SKAID 272
NTDB id 1018 ACIAD RS01685 WP 004920473.1 IDAIRMSASDLHFEPYEKSYRVRYRVDGVLRLIATP.PLQLATRLASRLKVMSQMDISEKRVPQDGRIKLKMSK.SKTID 272
NTDB id 1072229 ACI537 RS03700 WP 404983616.1 LDAIKRGASDIHFEPYESTYRIRFRIDGMLVENTRP.PFNMRNRISARLKVMSRMDISERRLPQDGAIKLRLSK.SRSID 276
NTDB id 1251 GCO85 RS07725 WP 011946523.1 LDAIRQGASDIHFEPYEREYRIRYRQDGILHEVATP.PASLSSRITARIKVMSNLDISERRIPQDGGFKMKISK.SRAID 277
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NTDB id 1306 DR RS10060 WP 027479822.1 LRLSTLPTVYGEKAVMRLLQKASNIPELEQLGFSEYNYARYTEIIERPNGIFLVTGPTGSGKSFTCFSTLKRIAKPEKNT 669
NTDB id 1028 TT RS08215 WP 011173991.1 LRLSTLPTVYGEKAVMRLLKKASDIPEIEDLGFAPGVFERFKEVISKPYGIFLITGPTGSGKSFTTFSILKRIATPDKNT 672
NTDB id 1410 SGL RS13950 WP 010873519.1 FRVNTLPSRYGEKVCLRILDNSATQLGLDFLITNPETLQTVRELAARPYGLMLVTGPTGSGKSTTLYSVLAERNSPEVNI 399
NTDB id 1168 A1552VC RS11070 WP 000957200.1 MRVSTLPTLWGEKIVLRLLDSSAANLDIDKLGYNPQQKQLYLNALKRPQGMILMTGPTGSGKTVSLYTGLRILNTSQINI 348
NTDB id 1401 DSB67 RS12665 WP 010643259.1 MRVSTLPTLFGEKIVLRLLDSSSAALDINKLGYSDSQKQLYLDALRRPQGMILMTGPTGSGKTVSLYTGLSILNKPEINI 348
NTDB id 1293 VP RS12240 WP 005479695.1 MRVSTLPTLFGEKIVLRLLDSSSASLDIDKLGYSEQQKQLYLEALRRPQGMILMTGPTGSGKTVSLYTGLNILNKPEINI 348
NTDB id 1110 NGFG RS09235 WP 003689817.1 FRVSTLPTLFGEKVVMRILNSDAASLNIDQLGFEPFQKKLLLEAIHRPYGMVLVTGPTGSGKTVSLYTCLNILNTESVNI 339
NTDB id 1058 ABD1 RS01615 WP 001274986.1 FRVNSLPTLFGEKLVLRILDPSSAMLGIDALGYEEDQKALFMEALDKPQGMLLITGPTGSGKTVSLYTGLNILNTESSNI 352
NTDB id 1018 ACIAD RS01685 WP 004920473.1 FRVNSLPTLFGEKIVLRILDPASAMLGIDALGYEPEQKALFMEALNKPQGMLLITGPTGSGKTVSLYTGLNILNTEHANI 352
NTDB id 1072229 ACI537 RS03700 WP 404983616.1 FRVNTLPTVYGEKLVLRILDPSSAKMGIEALGFEPEQRAMFEKTLAEPQGMILVTGPTGSGKTVTLYTGLNILNTPERNI 356
NTDB id 1251 GCO85 RS07725 WP 011946523.1 FRVSTCPTSAGEKVVMRVLDSGAAKLGIEALGFNPVQRTNFLKAIQRPQGMILVTGPTGSGKTVTLYTALNILNTIEVNI 357
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NTDB id 1306 DR RS10060 WP 027479822.1 TTIEDPIEYEVPGIVQSQVNNSTGMTFARALRAFLRQDPDIIFVGEIRDQETAKIAVEAALTGHMVLATLHTNDAPGAVT 749
NTDB id 1028 TT RS08215 WP 011173991.1 QTIEDPVEYEIPGINQTQVNPQAGLTFARALRAFLRQDPDIIMVGEIRDSETAKIATEAALTGHLVIATLHTNDAAQAIT 752
NTDB id 1410 SGL RS13950 WP 010873519.1 NTAEDPIEYALPGITQVQVIREKGMDFSNILRAFMRQDPDVILVGETRDKETAKTAIEAALTGHLVLTTLHTNDAAGAIA 479
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