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NTDB id 1402 DSB67 RS12670 WP 010643257.1 ............ MKTI.PQ KNMR . INGSISFITK.IS

NTDB id 1169 A1552VC RS11075 WP 000648511.1  ........... MKATQTLPEKNMR . LAI INGSVSHLAR . LTHRUK S

NTDB id 1113 AAA85695.1 219..1451( ) ....MA. . KNGGFSLFAKKEKR)II SINFEEEELRKKINAISR{EIRPLOMTRVE . . . . . TSSKRIS

NTDB id 1112 NGFG RS09215 WP 003689811.1 ....MA. . KNGGFSLFA KKEKRFI SINFREEENRKKIRANR[EIIRPLOEMTRVE . . . . . TSSKRIS

NTDB id 1252 GC085 RS07730 WP 011213805.1 ............ MDKN LTFH . QAR FDR . KN|:93S

NTDB id 1072228 ACI537 RS03695 WP 404983615.1 MTTDMATIRTAKKDKKKAG ETHMQMWT KN.RE. ANVDQVNTV

NTDB id 1198 PSJM300 03950 AFN76868.1  ............ MAQKINIKNSVIITHEAED R Q[¢A)Y . SEVEP AL VIYA QINRIA[RIN P Q ..

NTDB id 1059 ABD1 RS01610 WP 000279215.1 . .......... MAVKKINQMMP TigANMSNEMD RK[EVIN . LEGLFK|QWART

NTDB id 1016 ACIAD RS01680 WP 004920476.1 ........... MAAKKTQVMP Vg AMNe; DRKGIK. FEGLLK|$QUKP
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NTDB id 1402 DSB67 RS12670 WP 010643257.1 FTRQ ATM

NTDB id 1169 A1552VC RS11075 WP 000648511.1 MTRQLATM

NTDB id 1113 AAA85695.1 219..1451( ) FTRQL TM

NTDB id 1112 NGFG RS09215 WP 003689811.1 FTRQL TM AG PL QAF IVA

NTDB id 1252 GC085 RS07730 WP 011213805.1 F RQLATM E G PLVQAF IVAJY

NTDB id 1072228 ACI537 RS03695 WP 404983615.1 FERQ ATM AGVP

NTDB id 1198 PSJM300 03950 AFN76868.1 FTRQ ATM AGVPL Q F I

NTDB id 1059 ABD1 RS01610 WP 000279215.1 FTRQLATM AGVPLVQ F IVAEGI®XNPEM

NTDB id 1016 ACIAD RS01680 WP 004920476.1 FTRQLATM AGVPLVQAF TIVAEGI®XNPEM
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NTDB id 1402 DSB67 RS12670 WP 010643257.1 ICEFGA LPAFTQ

NTDB id 1169 A1552VC RS11075 WP 000648511.1 KGFGAELP.FTQ V

NTDB id 1113 AAA85695.1 219..1451( ) LD AMYKEK ISWUIGAELP AT QuyV

NTDB id 1112 NGFG RS09215 WP 003689811.1 LD AMYKEK ANMEFNINZP [yNe T\

NTDB id 1252 GC085 RS07730 WP 011213805.1 il LD VATYKEKMEN KIA4K KKALJRYP F\V VA !VTAGLLIYVVPQFES IQEE GA  LPANITIRINW

NTDB id 1072228 ACI537 RS03695 WP 404983615.1 LDRVATYKEKMENLKE\ VKKALMYP VIV IGVTEY LLI VVP@FINS M[EFGAELPAFTQ

NTDB id 1198 PSJM300 03950 AFN76868.1 ANFGAELPAFT. ')

NTDB id 1059 ABD1 RS01610 WP 000279215.1 IRIFGA LPAFTQ V

NTDB id 1016 ACIAD RS01680 WP 004920476.1 IRIFGA LPAFTQ V
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NTDB id 1402 DSB67 RS12670 WP 010643257.1 PF.G FVSLEISGKIMSQEEIDS SRTLAT F AG P

NTDB id 1169 A1552VC RS11075 WP 000648511.1 LKALBRKNBEIFQIBILKTS)3 GLKEPI ¢ SRTLAT FAAG P

NTDB id 1113 AAA85695.1 219..1451( ) GIgAT LKL ARFSI TINT QRREIDIA F IRNEAAGVPLVDEL STAGAREGN

NTDB id 1112 NGFG RS09215 WP 003689811.1 A F IRFAAGVPLVDEL STAGAEGN

NTDB id 1252 GC085 RS07730 WP 011213805.1 RTL lTFAAG PLV ALESSJAGA

NTDB id 1072228 ACI537 RS03695 WP 404983615.1 SRTLATTF@AGVPLV L JAGA

NTDB id 1198 PSJM300 03950 AFN76868.1 RTL TTFAAGVPLVDAL SIAGA

NTDB id 1059 ABD1 RS01610 WP 000279215.1 SRTLATTFAAGVPL DAL STAGA

NTDB id 1016 ACIAD RS01680 WP 004920476.1 SRTLATTFAAGVPL DALFISTAGA
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NTDB id 1402 DSB67 RS12670 WP 010643257.1
NTDB id 1169 A1552VC RS11075 WP 000648511.1
NTDB id 1113 AAA85695.1 219..1451( )

NTDB id 1112 NGFG RS09215 WP 003689811.1
NTDB id 1252 GC085 RS07730 WP 011213805.1

NTDB id 1072228 ACI537 RS03695 WP 404983615.1

NTDB id 1198 PSJM300 03950 AFN76868.1
NTDB id 1059 ABD1 RS01610 WP 000279215.1
NTDB id 1016 ACIAD RS01680 WP 004920476.1
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Vivrly NALFA
NTDB id 1402 DSB67 RS12670 WP 010643257.1 VGGLVINAMYLPIF LKISV [&N 407
NTDB id 1169 A1552VC RS11075 WP 000648511.1 VGGLVVAMYLPIF LSV [¢8 408
NTDB id 1113 AAA85695.1 219..1451( ) GiL VAMYLP F LGWVVA* 410
NTDB id 1112 NGFG RS09215 WP 003689811.1 GYL VAMYLP F LGNV VLS 410
NTDB id 1252 GC085 RS07730 WP 011213805.1 LVGGLVVAMYLPIFJMLGSPV 406
NTDB id 1072228 ACI537 RS03695 WP 404983615.1 |RUCIIRAUSIINENARIE 416
NTDB id 1198 PSJM300 03950 AFN76868.1 LVGGL AMYLPIF 405
NTDB id 1059 ABD1 RS01610 WP 000279215.1 LVGGLV AMYLPIF 408
NTDB id 1016 ACIAD RS01680 WP 004920476.1 LVGGLV AMYLPIF 408
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X non conserved
B similar
>50% conserved
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